
Figure S2. The gyrB-based phylo-composition of the biofilm community. The phylo-
composition of biofilm was examined at the phylum level except for proteobacteria, which was 
expressed at the class level. The total abundance of each phylum was represented by the sum of 
the normalized signal intensities of all gryB probes detected in the same phylum or class. Black 
columns represent the biofilm community at 24 h (24-C), whereas white columns represent the 
biofilm community at 48 h (48-C). The significance is indicated by either * (t test, P<0.1) or ** 
(t test, P<0.05). 
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