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5’- CGTGACGTGAACATCATGC 5’- CAGAAACCTGTGGTGGAGC 

aceB

5’- GCGGAGAGATTGAATACACG  5’- CTTTTAAATGCAGGCCACG 

rpoH

5’- TACCACCAAAGCACAACG  5’- CCTAAGTTTTCCGCCACC 

SO2370

5’- CAAGGTAATTTCAGAAAGAG 5’- ACATGTGACAACGGTCTACG 

SO3089

5’- CAAAGCCCGTACTTTTGG 5’- GTTGAATACTCGGCCACG 

SO3386

5’- GATGGTAGCTTGGATGTCACC  5’- TGGGGATTTAGCACACAGC 

SO3802

5’- ATCATCCTGACCACCCATTAC  5’- CTTTCATGCTCGTGCATTCC 

zwf

5’- GATAACCGCACCATTGACC  5’- CATATCGCGCATTTGACC 
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FIG. (A) Real-time RT-PCR primers used in this study; (B) Comparison of expression measurements by microarray and Real Time RT-PCR assays. Samples at 15 min were used except for dnaK.  dnaK5, dnaK15 and dnaK25 represent dnaK samples at each individual time point. The fold changes in gene expression in response to temperature upshift from 30 to 42°C were log transformed (in base 2). The r values represent the concordance rate.
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