	Table S1 50mer and 70mer perfect match (PM) and

Mismatch (MM) oligonucleotide probe sequences as well as

Complementary targets for four 70mer PM probes.  

	
	

	Oligo probe
	Sequence (5' -> 3')

	SO1679_PM70_s1
	atggattttaatttcaacgaagaccaacgccaatttgctgagctagctcgccagtttgccaccgacgaac

	s1m03p1_70mer
	atggattttaatttcaacgaagaTcaaAgccaatttgctgagctagctcgccaAtttgccaccgacgaac

	s1m03p2_70mer
	atggattttaatttcaacgaagaccaGcgccaCtttgctgagctagctcgccagtttgccaccgacCaac

	s1m03p3_70mer
	aCggattttaatttcaacgaagaccaacgccGatttgctgagctagctcgccGgtttgccaccgacgaac

	s1m05p1_70mer
	atgTattttaatAtcaCcgaagaccaacgccaatttgctgagctagctcgccagtttgccTcTgacgaac

	s1m05p2_70mer
	atggattttaCtttcaacgaagaccaacgccaattGgctgagctaActcAccagtttgccaccgacgaGc

	s1m05p3_70mer
	atgTattttaatttcaacgaagaccTacgccaaGttgctgagctagctcgccagCAtgccaccgacgaac

	s1m07p1_70mer
	atggattttaaCttAaacgaCgaccaaAgccaGtttgctgCgctagctcgccGgtttgccaccgacgaac

	s1m07p2_70mer
	atggattttaatttcaCcgaagaccaacgccaGtAtActgagctagctcgccGgttCgccaccgCcgaac

	s1m07p3_70mer
	atggattttaatttcaacgaagTccaacgccaaGttgctAagcCagcCcgccagCtCgccaccgacgaac

	s1m09p1_70mer
	aCggatAttaatttcaacgaaCaccaacgccaattCTctgagctTgctcgAcaAtttgccaccgCcgaac

	s1m09p2_70mer
	aCggattttGatttcaacAaaCaccaacgccTatttgctgagctagGtcgccagtttgccaccCaAgaTc

	s1m09p3_70mer
	atggGttttaatttcaacgaaTaccGacgccaatAtgctgaAcAagctcgccagtttgGAacTgacgaac

	s1m11p1_70mer
	aAggattttaatttcaacgaaTaccaacgccTatGtgctgagcGagcAcgccagtttgTcTccgCcgaaA

	s1m11p2_70mer
	atgCattttaaGttcTacgaTgaccaacCccaatAtgctgaCctagcAcgccagtttgGTGccgacgaac

	s1m11p3_70mer
	GtggTttttGatttcaacgaTgGccaacgccaGttGgcAgagctagAtcgTcagtttgccaccAacgaac

	s1m13p1_70mer
	atAgatttCaatttcaacgaagaccaaAgAcaCGtCgcGgagctaActGgccagtttgcGaGcgacgaTc

	s1m13p2_70mer
	TtggattttaattGcaacgaagaccaacgccaGttCgctgagctCgctAgGGagtGtTccaccCaTgaac

	s1m13p3_70mer
	atggGtGttaaAttcaacCaCgaGcaacgccaatttgcAgagctCgTtcgGcagtttAccaccTacAaac

	s1m15p1_70mer
	atggTtttGaGCtGAaacgaagTccaaGgccaatttgctgTgctCActcgccagAAGgccaccgTcgaac

	s1m15p2_70mer
	atggattttaaAttcaaAgaaTaGcGGcTccaatttgctTagcAaActcTTcagtttgTcCccgacgaTc

	s1m15p3_70mer
	atCTatAGtTatGtcTacgaagaccaacgcTaattCgctgGgGGagctcCccagtttgccacTgTcgaac

	s1m17p1_70mer
	GGggattAAaatttcTacgaTgGccaacgccaatCtgctgagctagctcCAcTCttAAccGccTacgGac

	s1m17p2_70mer
	aGggaGttAaGCttcGacgaagGccGacgccaattCgctgaCGtagctcgcAagttAgcGaccTaTgaaT

	s1m17p3_70mer
	atAgattttaatttcaacCTagaccTacgcGCGtttCcCgagctCgctcTAcCgtCtAccaGcgacgaaA

	s1m19p1_70mer
	GGggattCCaGtttcaTcTaaAacTaGcCAcaattCgcCgagctaAcCcgTcagtttgAcaTcgacgaac

	s1m19p2_70mer
	aCggGttttaatttcCacgTCgaTcaGcTccaatttActgGgctGgAGcgccGTCCtgccaccgTcgaCc

	s1m19p3_70mer
	atCgatttAaattAcTacTaagaAATacgccaaAttCctTCgcCagctcgccagtttgAGGTcgacgCCc

	s1m21p1_70mer
	aGTgatttAaaACtcaacgaGgTccTaAgccCaGtGActgagcAaTctcTccGgtGtgTGaccgCcgaac

	s1m21p2_70mer
	atggattttCGGttcaGcgaTTaccTacgccaTAAAgctgagctaActTCccagtttgcAaGTgaTgCCc

	s1m21p3_70mer
	atggattttTaGGtcaacgaGCCccaacgccaTCtAgAGgagctagcAcgTcTTCtCgAcaccTaGgTac

	s1m24p1_70mer
	aCgATCtttTatttcaacAaaTacAaacCAcGaCCtAcGgaCctTActcTcTaTtAtgccacTgGcgaac

	s1m24p2_70mer
	atggatCtGaaAAtcaGGgaagaGTaacgGTaGtttCctgaTAtaAcATgTcCgttAgccaccgGAgaCT

	s1m24p3_70mer
	atgTaGttGaatGGcGaTgTCgaccaaAgcTaatCtgctCGgACTgcCcgccGgtttgGcaccgaTgGaT

	s1m27p1_70mer
	aATgGGtCtaaGttcaCAgaGgCccaGcgccGatttAcACaCTtGgAtcgccGgtGAgccaTAgacgGaG

	s1m27p2_70mer
	atCgaGtttaGtCtATCAgGTAaccaacgccCattCgTCgTActGCcGcgccagtGtgAcTccgacAGTc

	s1m27p3_70mer
	atggatttCaTtCGcTaTAGagaGcaGATTGGTGtGgTtgGgTtagAtcgccGCtCtAccacGgacgaac

	s1m30p1_70mer
	atggaGGttaGCGtcTGcAaaTCccaGAATATatGtTctTGgctagTtcgccagtttgcATTGCTcgTaA

	s1m30p2_70mer
	TtTgaGCCtaaGtGcaGcAaagCccGTcgAcGaGttCcGgCCctaActTgccaTtttTTcaTGgGcgaGG

	s1m30p3_70mer
	GtggatAttaTtAGcaaGCaCgacAaacAccGCCttCcCTGgAtaActcgccCgtACgTcTcTgCAACaG

	s1m33p1_70mer
	GAggatttAGatAtAaaGgaCgacAaaTCcGCatGtCAGCGgTACgTtGTccaAtttgcTCTTgacgTTc

	s1m33p2_70mer
	aAATatGGCaTtttGGacTaagaccCacTcTCatCCTGtCCgAtCgTtcCTAagAttgGcTcAAacTaaG

	s1m33p3_70mer
	CtggattttaaCAtGaaGCGTgacATGGAccGaGtACGAgCTcAaCcGcTAcagtAtATcaTcgTcACac

	s1m37p1_70mer
	CCggatttGCGtAtTTacgGaTaGGGacgGGaCtAtTTtAaAGtaCGCAgTTagttATTGTccgTTgGac

	s1m37p2_70mer
	aCggCGAtCaaGCtcTaATaCTaGAGTGCccCGtCtgGtgGgGCagTGcgcGCAAtGCccaGAgacgGac

	s1m37p3_70mer
	CtgCatACGaCCtAATGcgaGTacAaTGAcAaTtGATcAgaCGtGgTCTgccaTttCgTcaGAgCcCaac

	
	

	SO1744_PM70_s2
	atgaccaaggtggatgatgcgctgttcgagcatggtgcaagtgctgtggcagtcgagcagaataatggtc

	s2m03p1_70mer
	atgaAGaaggtggatgatgcgctgttcgagcatTgtgcaagtgctgtggcagtcgagcagaataatggtc

	s2m03p2_70mer
	atgaccaaggtggatgatgcgctgttcgaCcTtggtCcaagtgctgtggcagtcgagcagaataatggtc

	s2m03p3_70mer
	atgaccaaggtggatgatgcgctgttcgagcatggtAcaagAgctgtgCcagtcgagcagaataatggtc

	s2m05p1_70mer
	atgaccaaggtggatTatgcgctgAtGgagcatggtgcaagtgctgtAgcagtcgCgcagaataatggtc

	s2m05p2_70mer
	atgaccaaTgtggatgatgcgGtgttcgagTatggtgcaaAtgctgtggcagtcgagAagaataatggtc

	s2m05p3_70mer
	atgaccaaggtCgatgatgcgctgttcCagcatggAgcaaTtgctgtggcCgtcgagcagaataatggtc

	s2m07p1_70mer
	atgaccaaggtggatgatgcgctgAtcgGgGatggAgGaaCtgctgtggcagtcgagTagaataatggtc

	s2m07p2_70mer
	atgacTaaggtggatgatgcgGtgttcgagcatTgtgcaagtgctgCgCcagtcgagcagaatGaGggtc

	s2m07p3_70mer
	atgaccaaggtggatgaAgcgctgGCcgagcCtggtgTaagtgctgtggcagtcgagcaTaataGtggtc

	s2m09p1_70mer
	atgGccTaggtggatgatAcCctTttcgCTcatggtgcaagtgctgtCgcagtcgCgcagaataatggtc

	s2m09p2_70mer
	atgCccaCggtggatgatgcgctgtAcgagcatggtCcaagtgTtgtggcagtcgTgcTgTaAaatggtc

	s2m09p3_70mer
	TGgacGaaTAtggatgatCcgctgttcgagcatCgtgcaagtgctgtggAagAcgagcagaataatggtc

	s2m11p1_70mer
	atTCcGaaggtgCatgatgcgctgttcTagcatggtgcaGgtgctgtTgcCgtcgagcagaatGatggGA

	s2m11p2_70mer
	atgaAcaaggtggatgatTcgcCgttGgCgcatggtgcaCgtgctgtggcCgtACagcagaataatggtA

	s2m11p3_70mer
	atTaccaaggtggatACtgcgctgttTgTgcatgTtgcGCgtgctgtggcagtcgGgcagaatTatggtc

	s2m13p1_70mer
	atgaAACaggtggatgatgAgctTttcgagcatgCCgcCagtgctCtAgcagtcgagcGgaataCtTgtc

	s2m13p2_70mer
	GtgaGcaaggtggatCGtgcCctgCGcgaAcatggtgcaagGActgtggcagtcCagcagCCtaatggtc

	s2m13p3_70mer
	aGgaAcaaCgAggatgatCcgctgttcgagAatggtgcTTgtTctgCggcCgtcgagcagaTtaatAgtc

	s2m15p1_70mer
	atgacTCaggAgAatgatgcTctgttcgaCTatggtgcaagtTctgtggTCCtAgagAagaataatgCtA

	s2m15p2_70mer
	atgaccaGTTAggaATatgcgcAgAtcgTgcaAggGgGaagtgctgtggcTgtcgagcaTaataatggtA

	s2m15p3_70mer
	atCaccaagTtAgTtCatgcgTtTttcTagAatggCgcaTgtgGtCtggcagtcgagcagaataGtCgtc

	s2m17p1_70mer
	aAAaccaagAtggatgatCcgcAgAtcgGgcatggCgAGagtTcCgtTCcagtcgagAagaataatAgCc

	s2m17p2_70mer
	aCgaccaaggAggTtCatgcCctgtAcgGgcatggtgcaCgtgctCtggcaCtcgaCcGATatCTtggtT

	s2m17p3_70mer
	atCaccTaggtggatgGtAAgctgtAAgagcaAggtCcaagtgcGgtggAaCCcgTgGagaCtaatggtT

	s2m19p1_70mer
	aGAaTTaaggtgAaGAatgcgcGgttcgagAatggtgTaGgAgGtgCggAGgtcgagcTgaCtaatggtT

	s2m19p2_70mer
	aCgaccCaggtgCTtATGgcgctgttAgaTcatTgtATaagtgAtgtgATaAtcCagcagaatTaCggtc

	s2m19p3_70mer
	atAaccaaAgtggatTatTcgctTCCcAagcatAgtTTCTgtgTtgtggcagtcgagcaTCCtaatgACc

	s2m21p1_70mer
	GGgaccaaggtTgaGTTtgcgcCgtCAgagAGtggtgcaaAtgctAtgTcGgtcgTTcagaaAaaCAgtG

	s2m21p2_70mer
	GGgaccGaCgtgCatgatgGgcGgttcgCAcTtggtTcaCgGAcGgtggcCgCcAagcagaataCtTgtG

	s2m21p3_70mer
	atgaccaagTtAAatgatgcTTGgttcgagcaCAgCATaaTtgctgtTgcTgATAaTcTgaatGaCggtc

	s2m24p1_70mer
	aGCGccaaAgtggaAAatgcActCttcTGgcCtggtgcGaAtActgtCgcTgtcTaTGagaCAaatAgAA

	s2m24p2_70mer
	atgGcGaagCAgAaAgatAGCctgCtcgaCcTtTTtgcaagtgGCgtggcagAGgCgcGgaGtaTGggtT

	s2m24p3_70mer
	atgacTaCTgtCAatTatgAgctgttcAagTatgTtgcaTTtTcGgtgTcCgCcgagGTTaataaAgTGc

	s2m27p1_70mer
	atgTccTCTgtggatgatTcgctgACcgagcatAgCCcTCgGTcGAtgTcGCtcAGgcaAGaCaCtAgtc

	s2m27p2_70mer
	TtCacAGagTtACatAaGgGActgGCcTGTTaGggGgcaagtgGAgtgAcagCcgaTcagaaAaatgAtT

	s2m27p3_70mer
	atgaccaaCgtgAGtAaCCTgctAtCTCGTGTGAgAgGaaCtCctgCggcagtGgCgGagaaAaatCgtc

	s2m30p1_70mer
	atTaTAaaCCtgAaCCTCgcCctgAtATagcaAgACgcGCACCAGgtggcaCtcgagGagTatGaCggAc

	s2m30p2_70mer
	aGgGGcaGCgtAACCgGAgcgctTACcgTgAaAggAgcaagCCcGTAggTagtcCGgcagaTtCaCgCtc

	s2m30p3_70mer
	aGTGcAGaCgtgTatgatCGgctAttcgaCAGGTTtgcGaCtCctgtAgcGgCcgGgcGTaCACaGggtA

	s2m33p1_70mer
	atTCGGTagTtAgatgatCTgAAgtAGCagcCtggtAcTCTtgACAtTgAagAGgagcTgCaCaatTCtA

	s2m33p2_70mer
	CCgaGGaaggtCCatgGGgTgcCTAtTTGgcTCCgGgcTagAATtgtAgcCTtcgagcagaCATatACAc

	s2m33p3_70mer
	atgacGaaTgGCgaGgTtgGgctAtAcCGgcTCgTtTcTaCAgACTtAgAaAAcgTgcCgTGGCGtgCtc

	s2m37p1_70mer
	aGgCTcCTAAACACtgCGgAgctTtCcgGgGatggCCcaGCCgctgtAgGagCGgCTATCaCtaatATGc

	s2m37p2_70mer
	CtgTccGCAgtCgTAgCtgcgctTtAcgaATCtgCtgAGagtCTAgGgTTTACACagcTCCaAaCtTTAA

	s2m37p3_70mer
	CAgGccaTCCtAgCtATCgAAGCgACcTTgcatgAtCACGgCgGAAGggATgCcgaCcagaCCaCtAgtc

	
	

	SO2680_PM70_s3
	atgagcgccattattgacccatcaacaggcaagccatttaaagccgataagcagatcatgggtgaggata

	s3m03p1_70mer
	aAgagcgccattattgacccatcaacaggcaagccatttaaagcTgaCaagcagatcatgggtgaggata

	s3m03p2_70mer
	TtgagcgTcattattgacccatcaacaggAaagccatttaaagccgataagcagatcatgggtgaggata

	s3m03p3_70mer
	atgagcgccattattgacccatcaacaggcaagccatttaaagcGgGtaagGagatcatgggtgaggata

	s3m05p1_70mer
	atgagcgGcaCtattgGcccatcaacaggcaagccatCtCaagccgataagcagatcatgggtgaggata

	s3m05p2_70mer
	atgagAgcAattattgacccaGcaacCggcaagccatttaGagccgataagcagatcatgggtgaggata

	s3m05p3_70mer
	atgagcgccatAattgacccatcaacaggcaaCccatttaCagccgataaCcaTatcatgggtgaggata

	s3m07p1_70mer
	atgagcgccattCttgacccatGaacaggcaaATcaGttaaagccgataagAagaGcatgggtgaggata

	s3m07p2_70mer
	TtgaAcgccattattCacccatcaacaggcaagccatttGaagccgataagcagatcatgTgtgagAata

	s3m07p3_70mer
	atgagcgccattattgacccatcaaAaggcaGgccatAtaaagccgGtaagcagatcatCggtgTggata

	s3m09p1_70mer
	atgagAgccattatCgacccatcaacaggcaagccaACGaaagccgataagcagatcGtCAgtgagCata

	s3m09p2_70mer
	atgagcgccattattgacAcatcCacagAGaagccatttaaTgccAataGAcaTatcatgggtgaggata

	s3m09p3_70mer
	TtgagAgcTTttattgacAcatcaacaggcaagGcatttaaagccgataCgcGTatcatgggtgaggata

	s3m11p1_70mer
	atgagcgccatAatAgacccatcaacaggcaagccatGtaaagTcgTtaTgcTTTtGatggCtgaggata

	s3m11p2_70mer
	atgagcgccattattgacccaAcaGcTAgcaagAcCCCAaaagccgataagTCgatcatgggtgaggata

	s3m11p3_70mer
	atTagcTccattattgTcccatcaacTgAcaagcGattGTaagccgataagcagaGcatgggtAaggata

	s3m13p1_70mer
	atgGTcgcTattGttgacccatcTacaggcaagAcattCaaagccgaAaaCcaTatcatgCgtgTgCata

	s3m13p2_70mer
	atgaCcgccattattCaTccCtcCGGagAAaagccatttaaagccgataagcaCGtcatgCCtgaggata

	s3m13p3_70mer
	atgaCcgcTaAtatCgacTcatcaacaggcaCgccaGtGCaaAccgataaCcaCatcatAggtgaggata

	s3m15p1_70mer
	GtgagcgccattGttgacGcaAcaTcaggcaagccatttaaaCGcCatCaCcaTatcTGggTAgaggata

	s3m15p2_70mer
	atgagcgAcGAtatAgaTccatcaTcGggcaaAccTtCtaaCgccgaAaaTcagatcatTggtgaggatT

	s3m15p3_70mer
	atgagcgccTttaCtTacTcaCcTGAaggcaagGcatGtaaagccgataagcagatcCtgTgtTaTgaAa

	s3m17p1_70mer
	aAgagcCccTCtattAacccatAaacaggcGagcAGttGaaaCcTgaCaagcTgaCcatgggtgaAgaAa

	s3m17p2_70mer
	atAagcgccaGtaGtgTcccCtcaaTagAcTagccatttaaaCccgGtCGgcagatTatCCgtgCggatC

	s3m17p3_70mer
	atgagcgccaGATttgaAccatcaacagAcCGAccGGttaaagcTgatGTCcagTtcGCgggtgaggata

	s3m19p1_70mer
	aGCaAAgGcattGttTTcTcatcaacagAcGagccTtttCaGgccgataGTcagatcaCggAtgaggatC

	s3m19p2_70mer
	aCgagcAcAattaAtATGcTatAaacaggcaCgccaAGtGaagTcgatCagGTgatcatTggtCaggata

	s3m19p3_70mer
	atgagcAccattattgacccCtcaacaCgcGaTccattCaaaTcATTGTagcagaAGatgCgCgaATCta

	s3m21p1_70mer
	TGgagcgccatCatCAaccGatGaaGGggcCTgccatttTaaAccTatTagcagaGTatgggAgaAAatC

	s3m21p2_70mer
	atgagcgGcaAGGttgacGcTtcaacTgTcaagccGCttaaagccCatGTTcagaGcatggCtgCggCCC

	s3m21p3_70mer
	TATaAGgGcatCattgGcccatAaacaTgTTGgccaAttTCagccCatTagTagCtcatTggtgaggata

	s3m24p1_70mer
	aGAGgcCcTattatACacccCtcCacaCAcaGgccattAaGaAccgaCaaTcagCtTGtgggAgagCaAT

	s3m24p2_70mer
	atACCTCccCttGttgaTcTatcaacTggcTaAccatAtaCagGcgaCaagGagaAAaGgggtCagAGta

	s3m24p3_70mer
	atgagcgccCCGatAgacTcaGcaacGggcaCCAcCtttaaTgccgCtaTgGCgCCcatCggCAGggaGa

	s3m27p1_70mer
	atgCgcgcAGttattgaAAcatcTGAaggcaTgGcGCtCCGCgcGAatGaATagGGcatTggAgagTata

	s3m27p2_70mer
	atTCgGAccTtCatGTaAcGGtcaTGaggAaCCccGttCaaagcGTaAGagcGgatAaATggtgaggTta

	s3m27p3_70mer
	atgTgcCccaCGGtCgGcTcaAcaaAGggcaaAccatttCTagcTgataCAATgGtcatggTtTTTTaCa

	s3m30p1_70mer
	CGgagGgccaGtCtGCCcccaGcaCAGCAcaagcGaGtCaGCCTTgataagcagatcGtgAAATaAgaAa

	s3m30p2_70mer
	aGgGAcgcAatAGtCgGAccaAcGGGaCAcTagAcaGttaaaCcTgCtaagTagTGcGtgCAtgaAgGGa

	s3m30p3_70mer
	CGgCgcgTGTttatAgaTcAatATaAaggTGagccGCtCCaagccTaCGGTTagCtGGtggAtCaggata

	s3m33p1_70mer
	atTTAGTccGttCAtCaAAcaCcaaGCACcCagcGaGCCaCagTAgCGTGgcagCtcatgggtgagAGtT

	s3m33p2_70mer
	TAgTgGgccatGGttgCGcAatGTCcCggcaCTccaCtCaaGCGGTaAaaTcaCatGaAggAtACgATta

	s3m33p3_70mer
	atgagcgccTtGattgGGccTtTGacCgTAaagcAaGAGaaTCGTgatCCAGTTTtTCGggAtTCAgaAa

	s3m37p1_70mer
	aCgaTcTAATAtattTaTGGGGTaacaggcaCgGcGGGtaaGgAcACAaCCGagaATTAgACCgCCTata

	s3m37p2_70mer
	TtgTgcCGTatAaACgCcccatcTaGaggGGagcGatCATaaAcAgTAGaAGCCCCcaACTAAgTgCaCG

	s3m37p3_70mer
	aGgCgAgccGAATttCacGAatAGCAagAcaGAcATtCATaGgTcgCtaaAcGgatGTCAAgtTCTgTCa

	
	

	SO0848_PM70_s4
	atgagcattagccgccgcgagtttctcaaggctaacgcagcggttgccgctgcgacggccgttggcgtga

	s4m03p1_70mer
	aAgagcattagccgccgcgagtttctcaaggctaacgcagcgCtGgccgctgcgacggccgttggcgtga

	s4m03p2_70mer
	atgagcattagccgccgcgagtCtctcaaggctTacgcagcggttgccgctgcgacggccgttggcgCga

	s4m03p3_70mer
	atgagcattagAGgccgcgagtttctcaaggctaacgcTgcggttgccgctgcgacggccgttggcgtga

	s4m05p1_70mer
	atTagcatGCgccgccgcgagtttctcaaggctaacgcTgcggttgccgctgcgacggccgtGggcgtga

	s4m05p2_70mer
	atgagcaCtagccgccgcgagtttctcaagActaacgcagcgCAtgccgctgcgacggcGgttggcgtga

	s4m05p3_70mer
	TtgagcattagccgccgcgTgtttctcaaggctaacgcagcggttgccgctgcgacggccgGAggcgtgC

	s4m07p1_70mer
	atgagcattagGGgccgcgagttGctcaaggctTacTcagcggttgccgctAcgacggccgttggcTtga

	s4m07p2_70mer
	aCgagcattaTccgccgcgagCttcAcaaggctaacgcagcggttgAcgcGgcgacggccAttggcgtga

	s4m07p3_70mer
	atTagcattagccgccgcgagtttctcaaggTtaacgGagcggtAgTcgctgcgacggcTgttggcgtga

	s4m09p1_70mer
	aAgagcattagccgccgcgagtttctcaCAgctaacAcCgcggttgccgctgcgacgTcATCtggcgtga

	s4m09p2_70mer
	atgagcattGTcAgccgcgagtttctcCaggctCacTAagcggttgTcgctgcgacgCccgttggcgtga

	s4m09p3_70mer
	CtgagAatGagccgccgcTagtttctcaaggctaacgcagcggttgccgAtATCacgTccgttggcgtga

	s4m11p1_70mer
	atgagcattagccTGcgcgagtttctcaaAgctaacgGagcTgttgTcgTtgTTTcTgccgttggcgtga

	s4m11p2_70mer
	CtgaCcCttagccgccAcgagAttcGcaaCgctaCcTcagcggttgccgctCcgacggccTttggcgtga

	s4m11p3_70mer
	atgagcTttagccgccAcgagtttctTaGggctaGcgcaTcggttCccgctgcgaTggTcgttggcAtga

	s4m13p1_70mer
	atgGTGattagcAgccgcgagttCcGcaaggctTaTgcagcggttgcAgctgcCacggcGgttgTcTtga

	s4m13p2_70mer
	atgagcatGagcAgccTcCaTtCtctcTaggctCacCcagcggttTccgctgcgaGggcTgtAggcgtga

	s4m13p3_70mer
	atATgcattaCAcgccgcgagtttctcaaggAtaacgcagACCttgccgctgcCaAggcGgtCggcgtgT

	s4m15p1_70mer
	GtgagcattagcAgccgcAagGttGtcaaggctaacgcagcgTCtCccCcGgcCacgTTcgCAggcgtga

	s4m15p2_70mer
	aCgTAGattagccTAcgcgagttGctcaaTgctaacgTTgcggttCccgctgcAaGggccgttggcgCAa

	s4m15p3_70mer
	atgagcattagccTATgcgaACttctcGaggctGacgAagcggttTccgcCTcgacgTccAttggTgtCa

	s4m17p1_70mer
	aGgagcGttGAccgcGgcgagtCtctAaagCctaCAgcCgcgTtCgccgctgAgaAggccgttggAgtAa

	s4m17p2_70mer
	atgagcattCAcTgccgAgagtttGtGaTggGtaGAgcGgcggtAAccgctgTgGcTgccAttggcgtga

	s4m17p3_70mer
	atgagcattaCGTgccgAgagtttctcaGATGtCaAAcCgTggtAgccgctgcgacggcTgAtggcgtga

	s4m19p1_70mer
	aGTaCTaCtagcGgccTcAagtAtctcaCggctaaAgcaAcAgtCgccgGGgcgacggTcgAtggcgtgG

	s4m19p2_70mer
	atgCgTCAAagccgccAcgagtttcGcCaAgAtaaAgcagcggttgcAgTGgcAaGggccgtAggcTGga

	s4m19p3_70mer
	CCgagTattagccAccgGgaCtttctcaGgTctaaTgcagcggtACGcgctgcgaTgAccgtGggGCCga

	s4m21p1_70mer
	GCgagcatCagAcgTGgcgTgtCtcGAaagCGtaacgcagcggttTccAcGgcgaTTgccgtAggAAtgT

	s4m21p2_70mer
	aGgagcaAtagccgcGgcTagCAGAtTaagActaaTgcagcggttAccgcGgAgaAgAccgttTTAgtCa

	s4m21p3_70mer
	aCAaCcCGGagccgcTCcgagtttctcaagTGAaaTgcaCcTgttTAcActgcgacgAcGgGtgCcgtga

	s4m24p1_70mer
	aGATgcatAaAccgAGgcgaAtttctcGCggAtaacgcGgAggttgcGgctgcACcCAccgCGggcCCTT

	s4m24p2_70mer
	GtgTgcCttCgcAgccgcTaAAGtcGcaaggctaCcgGaATgCttgccCAtTcgGcggcGgtAggcACTa

	s4m24p3_70mer
	aACaTcaAtaTTGgccAcAaTGGtctcaaggcCCaGgcagcTgttgGcgcGCcgacggccTACACcgtga

	s4m27p1_70mer
	aGgTgcatCTgccgccgcCagtGAGGcaaggTCaaTAcCCTggtCAccTctCcgCGgAcTgtGggcCtga

	s4m27p2_70mer
	CtgagGTttGgGcCTcAcgTTtttctcaaTgctaCcAcaTcCgttgGcgAtTAgacggccAAACTATtga

	s4m27p3_70mer
	TAAaCcattagGcgcGgcgaTtttctcaaTgcCaacCAGgGggGtAGGTGtgcCaGgCTcCtGggcgGgT

	s4m30p1_70mer
	aGgGgGaCtagccAcGgcCaAGttACcCCCActaacAcTAGgAGCgGcgTtgcgGcggcAgCtTgcgCga

	s4m30p2_70mer
	aCgaCcTtCTCccTTAAcAagACtAtcGGACctaCcgcGAcCgttAccCcCTTAacggccgttggcgACa

	s4m30p3_70mer
	atgaTcGttagccTcGAGgaTGCtAtcCaggAtaaGCTagTgACGTGcCctgAgTAgAAGgCtggcgCga

	s4m33p1_70mer
	atgGgTaAtCCcGTAAAACagttAcAGTaAgctTacgGCgcggGGTcTAGGCcgTcTgccgttggcCAgT

	s4m33p2_70mer
	atgagGaGtGgccCcTgcgCTCtActGaGAgAGGGAgcagGAACtCcAAcCgGTaGgTTcgttggcTtCa

	s4m33p3_70mer
	aGgCAAattTgATgAAgcgTTCttGtTCaggctGTATcGgGACCtAGAActgcTaGggcGAttggcgAga

	s4m37p1_70mer
	aGgCCcCCGGCTGTccAAAagttGcAcaGgActaaGgcaTACgttgcTgGtgGAaGCAAAgCtggcAAAT

	s4m37p2_70mer
	GtgGgcTttagccgAcCTgCTGtCAtcTGgTACaCTATagcgTttAAcTcAgcCGAgAGAgAtCgcCtTT

	s4m37p3_70mer
	TtgaTTGtAaTccgcTTcAaTttCctcGTCTGAaGGgcagcgTtCgAGTctgcATcTTcGAtACgGCACG

	
	

	SO1679_PM50_s1
	atggattttaatttcaacgaagaccaacgccaatttgctgagctagctcg

	s1m03p1_50mer
	atggattttCatttcaTcgaagaccaacgccaatttgctgagctagAtcg

	s1m03p2_50mer
	atggattttaatttcaacCaagaccaacgccaatttgctgTActagctcg

	s1m03p3_50mer
	aCggaGtttaatttcaacgaaTaccaacgccaatttgctgagctagctcg

	s1m05p1_50mer
	atggattttaTtttcaacgaagaccaGcgccTatttgctgaActGgctcg

	s1m05p2_50mer
	atggatGtCaatttcaacgGagaccaacgccaattCgctgGgctagctcg

	s1m05p3_50mer
	atggattttaattAcaaAgaagaGcaacgccaatttgAGgagctagctcg

	s1m07p1_50mer
	atggatAttaatttcaacgaagaccaacgAAaattGgctTagcGagctcT

	s1m07p2_50mer
	atggattttaatttAaacgaagaAcaacgccaatAtgctTagTtaTctcT

	s1m07p3_50mer
	atgAattttaCtttcaacgaagCcGaacgAcCatttgctgagctagctcA

	s1m09p1_50mer
	TtggaAttCaatttcaacgaagacACacTcGaatAtgctgaActagctcg

	s1m09p2_50mer
	atggattttTGAttcaacgaaAGccaacgccaGCttActgaTctagctcg

	s1m09p3_50mer
	GtggattttaatttGaacgaTgaccaacgccCatGtgctgagAGaCcAcg

	s1m11p1_50mer
	atCTatttAaGtAtcaaTgaagaccaacCccGattGgctgagctaAcCcg

	s1m11p2_50mer
	GtggCttttGattGcaacgaagGccaaTgccaatttgctgGgcGagcAAg

	s1m11p3_50mer
	aAAgattttGaAttcaacgaCgaAcCacCcTaatttgctgagctTgctcg

	s1m13p1_50mer
	aAggaCtttaattGTaacgGagaTcaacgcAaGtttgAtAagctagctAC

	s1m13p2_50mer
	atTgaCGtAaattCcaCcgaagaccaCcgcGaatAtATGgagctagAtcg

	s1m13p3_50mer
	GtggCttttaatttcaacgaagaAcaGcgGAaGAtCCGtgCgctagctcA

	s1m15p1_50mer
	GtggaAtttaaCttGaacTaaAacGaacgcTaTttGgcCgaAcGTgctcg

	s1m15p2_50mer
	atggattGtCTtttcaaAAGTgGccTacgcACatCtgGtCaCctagctcg

	s1m15p3_50mer
	atAgattttaatGtAaCcgaagaccaacgGcGTtACgcAAGTctagAtTg

	s1m17p1_50mer
	atAgCAtAtaTAAAcGacgCaCaccaacgccCatttAcGgaAGtaActcg

	s1m17p2_50mer
	atCgattttaatttcGacgCaTGcAaacgGcTaCtCgctgaAcGCCAtGg

	s1m17p3_50mer
	GtggatACtaGtAtcaCTgaaTCcGaGcgccaaGtCgGtgagctTgGGcg

	s1m19p1_50mer
	atggatGttaTGttTGCcgaaACGcTaGgGcaaGttAAtgagctCTTtAg

	s1m19p2_50mer
	CtgCGtAttaCtCtGGacgaagCGAGaGgcGaatCtgcACagctCgGtcg

	s1m19p3_50mer
	atCCatAtCaaCttcCTcAaagaAcGGGTcGaGtAtgAtTagctagctcg

	s1m21p1_50mer
	atgAatCGGaatttGaaTgGGgGcGTacgcTaaAttgcATGgcCGgAtGg

	s1m21p2_50mer
	atgAGAtGAaTCtCcCaTCGagaAcTacgccaatttAcCgCAGGagcGcg

	s1m21p3_50mer
	aCggCttttTatCCGaaTgaagGcAaaTCccTTGttTcACagGtagctTC

	s1m24p1_50mer
	GtTgGtttAGatCAcGCcgGagaTcaTcTATCGtAtgcAgTTctaTcAcg

	s1m24p2_50mer
	TCgTattttGatAtTaGcgGagTccaacTATCCAAGgTtATActGTctcA

	s1m24p3_50mer
	CAggatACtTGCttACacACagacGGacgAATatGCgctgGActaCGGcA

	s1m27p1_50mer
	atgCGAtttaCAtGTaacAaCgGccGaACTGCaAGtCcGCGTcCCgctTT

	s1m27p2_50mer
	GGTAaCAAGTCGAAcaaACTagacTaacgcGGCtttTctAaCTtagAGcA

	s1m27p3_50mer
	aATTCttCtaatttGGTcTaaTaccaGAAccTCGtGATtCaCctGCTGGg

	s1m30p1_50mer
	CAAgCtGtATTCttcTGTTCaAaATaTTgAAGGGCtgctgagcACCctTC

	s1m30p2_50mer
	aCAgGCGttaTGCtcaaAACTCCGcaacgGcaCtCtCGAAaTACCTcGTg

	s1m30p3_50mer
	atgCatGAtGGGACGaGcCTGgGTcTacCTTCGtCtgcAgGgACaCACAg

	s1m33p1_50mer
	TtCTGCAttaCtAGcCaGTTaTacTTacTTTGaCGGgTGTGTTtaCGGcg

	s1m33p2_50mer
	GtggaGAGGTTGCCGCacgaCgCccTGGCGAGTCGGCGGCCTctagTAcg

	s1m33p3_50mer
	CACAGACGGaCCCGTaaAgTGgacTTTGgcAaaCtCgcGTaTcCGgGGcT

	s1m37p1_50mer
	atTCCAGCtGGGCCcGCGAaTgCGGGCGCTAGGtCtgcATCCcCaTGtcA

	s1m37p2_50mer
	GGTATtAtGTTtttcCTAATCgaTATGAgTcCaGAGgGGTTAGGCTTtGg

	s1m37p3_50mer
	atCATCGGATGCAAGaGTAaTgCccTTGTTAaGCGtCTtCaCTAagTATC

	
	

	SO1744_PM50_s2
	atgaccaaggtggatgatgcgctgttcgagcatggtgcaagtgctgtggc

	s2m03p1_50mer
	atgaccaaggtggatgatgcCctgCtcgagcatggtgcaagtgctgtggT

	s2m03p2_50mer
	atgaccaTggtggatgatgcgctgCtcgagcatggtgcTagtgctgtggc

	s2m03p3_50mer
	atgaccaaggtggatgatgcgctAttcgagcatggtgcGagtgctgCggc

	s2m05p1_50mer
	atgaccaaggtggatgatgcgctgGtcgagcaAggtgGaaAtgctgtgCc

	s2m05p2_50mer
	atCaccaaggtggatgatgcgcCgttcCagcaCggtgcaagtgctgtAgc

	s2m05p3_50mer
	atgaccaaCgtggatgatgcgctgCtcgagcatggtgcaagtgcAAtggA

	s2m07p1_50mer
	atTaccaaTgtgAatgatCcgGtgttcgCgcatgCtgcaagtgctgtggc

	s2m07p2_50mer
	GtgacTaagTtggatTatgcActgAtTgagcatggtgcaagtgctgtggc

	s2m07p3_50mer
	atgaccaaggtggaCAatgcgTtgttcgagcaGgTtgAaagtgGtgtggc

	s2m09p1_50mer
	atgTccaaCgtAgatgaGTAgctgttcgagGCtggtgcaagtTctgtggc

	s2m09p2_50mer
	atgaccaaggAggatgatgcgcAgtAcgagGTtCgtgcaagCgGtgCggc

	s2m09p3_50mer
	aAgaTcTagCtggatgatgTgctgtCTgagGatggtgTaagtgctgtggc

	s2m11p1_50mer
	CtgacGaagAtggatAatgcgctgttcgagcaCAgtgAaagCgctgCTAc

	s2m11p2_50mer
	atgacGaaggtggatgatgcgctgGtcACgcaCggtgcGaTtAcGgtTAc

	s2m11p3_50mer
	atgaccCGCTGggCtATtgcgctgACcgagAatggtgcaagtgctgtggc

	s2m13p1_50mer
	atgaccaaggtgTatgatgGgAtgtGcgagcaAAgGAGGagAgcCgtggA

	s2m13p2_50mer
	atgaccCagCtggaGgGtgGgctCttcAaCcatAgtgcaGgtgACgtgCc

	s2m13p3_50mer
	atgaccaaAgtggaAACCgcgGtgttcgCgcatACtgcaagtgcGgGgTG

	s2m15p1_50mer
	CtgaGcaaggtgAaCgatgcgcAgttcgTgcCtACtgcGagGgctAAAgT

	s2m15p2_50mer
	aAgaGcaaTgCggatgGCCcgGtgCGcgGgcaCggtgAaagCgAtgtggc

	s2m15p3_50mer
	atgaccaaggtggTtgatTATctTttcAagAatTTAgcaagtAcACtggT

	s2m17p1_50mer
	atCTAcTaggtggaGgTAAGgctTCtcgTAcatgCtgcaagtCctgAggG

	s2m17p2_50mer
	TCTTccCGggtggatgatgcgctgttcgaCcTAAgtAcGagGgctCAAgG

	s2m17p3_50mer
	atgCcGCagTtggaGTatgGCcGgttcgaTGTtggGCcTaAtgAtgtggc

	s2m19p1_50mer
	aCgaAAGCAgtggatgaACcTctgtCcAagTatgTtATaagtgTtCtTgc

	s2m19p2_50mer
	aCgGcACaggtggatAatgGAAATttcgGTTatggtATaaTtgctgGgTT

	s2m19p3_50mer
	CtgaAGCGggCgAatgTCgcgTtgGGcgaAcTtgCtgcaaTAgctgtTCc

	s2m21p1_50mer
	atgGTAaCggtTTTCgatgcgAATAAcgagGCtTgtgcaCTGgGtgtgAc

	s2m21p2_50mer
	aAgaGcTGgTtATCtgatgcgctAttcTGgTaGgAtCcaCTtCcAAtAgc

	s2m21p3_50mer
	aCCaAcaaggGgAGtgTtgcgcACttcgCgcaCggCgGaGgCAcATCCCc

	s2m24p1_50mer
	TtACccaagTCggTACGCgcActgGtGgaCcaATgGAcGaTtTctTCggA

	s2m24p2_50mer
	TtgaAcaTggGggatTTGgGAGtAGtGAaTcTtAgtAcGagAgGtTCggc

	s2m24p3_50mer
	aGgGATCCCCCggGGAaAgTgctgAGcgTCAatggtgcGTgtgACgtggc

	s2m27p1_50mer
	CCgTTATaCgACTCtgGtgGgctAtCcAGgcGtTCGgcCagtgTCgtCgG

	s2m27p2_50mer
	GCgCTcCGCTtTgTtgGCgcgcAgAtAgagTGGggCCcaTAAgcCgtTTc

	s2m27p3_50mer
	aCgacACCggtCTTCCatAcTGGCttcCagcCGTCCgGGagCgcCgAAAc

	s2m30p1_50mer
	aCTCccaGACCCAaACaGgTCGAgtAcAagTaCTgGAGaGgAgAtAGgAc

	s2m30p2_50mer
	atgaTcTaTgACACGAaCTAgTCTtCcAaAcatTTtTGaGgAAAtCATgT

	s2m30p3_50mer
	atTaccCGCCGgCatgaGTcAcGgGGTgCATaCgCGgcGCAtTGAACggT

	s2m33p1_50mer
	aGgaAcCGCTGAgGAgGCAcgcCTGAGTGgATATgtgcCaTtTAAgGgCG

	s2m33p2_50mer
	GtgTTGaGgAtggaCACCTTTGtgGAGTTgGaCCAATcaaAtAGGgtTTG

	s2m33p3_50mer
	GCTaTTTCTgtAgTtTGCgTATtCttGgCgcCACgCAATagCgTGAtCCc

	s2m37p1_50mer
	GCgaTAaCCgtgAaACTtTAATCCAtGgaAAGCATAATaGTCAcACAgCT

	s2m37p2_50mer
	aCgacGaCCTCgCaGCCtCAgTCTtAcgTATTGCTCAGTCgtAAATCCAA

	s2m37p3_50mer
	atAaAAGGAAGggTATaGCcAGGgACcgCgGTACCtTTCCAtTGtTGTAT

	
	

	SO2680_PM50_s3
	atgagcgccattattgacccatcaacaggcaagccatttaaagccgataa

	s3m03p1_50mer
	atgagcgccaAtattgacccatcaaGaggcaagccatttaaagccCataa

	s3m03p2_50mer
	atgTgcgccattattCacccatcaacaggcaagAcatttaaagccgataa

	s3m03p3_50mer
	atgagcgccTttattgaccGatcaacaggcaagccatttaaagccgataT

	s3m05p1_50mer
	atgagcgccattaCtgacccatcCacaggcTagccatttaaagcAgataa

	s3m05p2_50mer
	atgagTgccGttattgacGcatcaacaggcaagccattGaaagccAataa

	s3m05p3_50mer
	atgGTcgccaGtattgacccatcaacaggcaagcAatttaaaCccgataa

	s3m07p1_50mer
	atgagcgcAattattgaGcAaCcaacaCgcaGgccatttaaagTcgataa

	s3m07p2_50mer
	atgagcgccattattgacccatcaCcaAgcaagccCtCtaTagccgaAaT

	s3m07p3_50mer
	atTagcgccattatGAacccatcaacaggcaagTcCtttaaagGcgataa

	s3m09p1_50mer
	atgCgcgccaAGTttgaAccatcaTcagAcaagccaCttaaaAccgataa

	s3m09p2_50mer
	atgTgcgGcattattgacccatcaacCggAGagccCtttaaGgcTgatCa

	s3m09p3_50mer
	GtgagTCccTttatCgaTccaGcaaTaggcaagccatttaaaTccgataa

	s3m11p1_50mer
	aCgagTgccatCaCtgacccatcGaAaggAaaAAcaGtCaaagccgataa

	s3m11p2_50mer
	atgaCcgccattattgacGcatTaacagAcTaCccatttaaagGGTCCaa

	s3m11p3_50mer
	atgaTcTccattatCgaccATtcCacaggcaagccatCtTaTCccAataa

	s3m13p1_50mer
	atgaTcCcAGttGttgacccatcCacTggcGagccaCttaaGgcTAataT

	s3m13p2_50mer
	CtgagTTGTTGAattTacccaAcGacaggcTaTccatttaaagccgataa

	s3m13p3_50mer
	TAgGgcgccattattgacTcatcaacaggcaCTGACCttCGagGcgataa

	s3m15p1_50mer
	GtgagGgcGaCtaGtgacccatGaacagCcaCgccattCaaGgcTCCGaa

	s3m15p2_50mer
	CtTTgcgcTattCtGgaccGatcaTcaggcaagcTGAACaaagAcgataT

	s3m15p3_50mer
	atTCgcAccCAtaCtgGccATtcaaGaggcaCgccGtttaaagccgTtTT

	s3m17p1_50mer
	atgagcgccaGCatGgCcTAatcCCAagCTaagcGTCttCGagccgTtaa

	s3m17p2_50mer
	atTTgcgccattatGAaAccaAGaacaCgcaagAGatAtaaTgGcAatTC

	s3m17p3_50mer
	atAaAcCcGattatGAGcccatcaCcaggcGagccTGGtaaaAATgaCTa

	s3m19p1_50mer
	aCgaTATccCAGTtGgGcAGatcaacTCgcaaTccatAtaaTgGcTataa

	s3m19p2_50mer
	aAgaTAAGcattTttAaTcTGtcaacagAGaGTTcatttaaagTcCaCaT

	s3m19p3_50mer
	aAgagcgTGaCCattTaAAGatcCacaAAcaaTccatCAGaGgccgataG

	s3m21p1_50mer
	aGTagGgTGCttatAgaTccCAAaGcCTgcTagAcattAaaagAcgGtTa

	s3m21p2_50mer
	TtAaCcAccCGtaCtgaAccatGGGcaggcTaTccTCttGCaCccTaGaa

	s3m21p3_50mer
	TtgCgcgccattCCtTacccaGAaTcGAgAaCgTTaGAGaCagccgCtaC

	s3m24p1_50mer
	CtAagcgcGGGtaCGTGAcGTtcTCcaggcaCCccTAttCCTgcATaCaa

	s3m24p2_50mer
	TACagcAccTCtGAtAacccCAcCacGTgcaagccTGGAaGGgcTgCtaC

	s3m24p3_50mer
	GAgTCcgAcCGtTCAgaccAaCcaaTagTTGGgccatCtaCGCcTgTtCa

	s3m27p1_50mer
	GCgCAAgccatGattATcccaCcTGATgCAaTgGTGttCCaaTccgGCGT

	s3m27p2_50mer
	atgGCcgATGGAGtAgGTccTtACGcGggGTagGTatAtTCagGcTaACa

	s3m27p3_50mer
	aGAagcTccaAtCGAgGccAatGaCcaCATTTCcATAtGaaagAcTCATT

	s3m30p1_50mer
	TCAagcgGTGGCCtGAGAcACtGaaTaAgGCGATcTtCtTaCgAcTTtaa

	s3m30p2_50mer
	TGAagATcGTtCCCATTccAGtcaaGGAAcaaAccCAtCCCaCccAGtaC

	s3m30p3_50mer
	TGACAGgAAatCaCCTaAAcatcaCTTggGCTCGcatGAaCagGTTCGaa

	s3m33p1_50mer
	atgTgGCAcaACaGCCGGAcaAGGGcCgTATaTAcaCCGaCaTcTgTGTG

	s3m33p2_50mer
	aGgTgcgAcTGCCGCgGAGcTCTGCGaggTaTAAGatGAGCCgATgGCaa

	s3m33p3_50mer
	aGgTgTAcGGGCaCCgTcTAGGcGTTaATGGagAcGCGtTaGCccgaAGC

	s3m37p1_50mer
	TCTGgcAAATGtaGtCCcTGatTaTTaAAAGTTGAGACGGTaCcTTGtGC

	s3m37p2_50mer
	CCCTCTTcAattaAtTGcAACGTCCcCAAGaaTATGCAGaaTTTTgTGaC

	s3m37p3_50mer
	CCCGATTGcCtCCttgaTAGTCTGacCAAcCaTAGTGGAGTaTAcTGCaa

	
	

	SO0848_PM50_s4
	atgagcattagccgccgcgagtttctcaaggctaacgcagcggttgccgc

	s4m03p1_50mer
	atgagcattagccgccgcgagtttctcaaggctaCcgcagcCgttgccgc

	s4m03p2_50mer
	atgagcatGaAccgccgcgagtttctcaaggctaacgcaCcggttgccgc

	s4m03p3_50mer
	atgagcattagccgccCcgagtttctcaaggctaacgcTgGggttgccgc

	s4m05p1_50mer
	atgagcatCagccgccAcgaTtttctcaaggctaacgcagcggCtgccTc

	s4m05p2_50mer
	aCgagcaCtagccgccgcCagtttGtcTaggctaacgcagcggttgccgc

	s4m05p3_50mer
	atgagcatCagccgccgcgagCttcAcaaggctaacTcagcggttCccgc

	s4m07p1_50mer
	atgagcattagAcgAcgcACgtttTtcaaggctaacgcagAggttgcGgc

	s4m07p2_50mer
	CCgagcattagccgccgcgaTtttctcaaAgctCaGgcagcgTttgccgc

	s4m07p3_50mer
	aGgagcattagccgATgTgagtttctcaaggctaacgcagcggAAgcGgc

	s4m09p1_50mer
	atgagcattTgccgccgcgagtAGctcTaAgcAaacCGagcggttgccgA

	s4m09p2_50mer
	CtgGgcattagccgTcgcgagtttctcaTggctaCcgcaAcggtAAccgA

	s4m09p3_50mer
	CtgagcCttagcGgccgcAagGttctcaaggcGaacgcagTgTttgTcgc

	s4m11p1_50mer
	atAaTcatAagccgcTgcCagtttctcaaCgGtaacgcagATgtCTccgc

	s4m11p2_50mer
	atgagcattCgAcgccgcgaTtAtGtcaCggctaacgcaAcgAttgGTgc

	s4m11p3_50mer
	atgaAAattagGcgccgcgaTtCAcGcaagCcAaacgGagTggttgccgc

	s4m13p1_50mer
	atATAcCtCGgGcgccgcgagtttctTaCggAtaacgcGgcggttATcgc

	s4m13p2_50mer
	aAgagcaCAagccgccgcgagGtCctTaagTctaaAgcGAAggttAcAgc

	s4m13p3_50mer
	GAgCgcaGtTCccTccgcATgtttctcaaggctaTTCcagcggttgccgT

	s4m15p1_50mer
	atgGgTattTgcTCTcgcgagttCAtcaTggcCaacgcGgcggtACTcgG

	s4m15p2_50mer
	CtTagcGttagcTTccgcgTgttGctcaagCctTCcCcagcgCttgccCA

	s4m15p3_50mer
	atTGgcattaTccgccCcgaCtCtcGcaaggTtaacTcaCcAgGtgTcAA

	s4m17p1_50mer
	atgGAAattagAcgccAcCGgtttAAcaaggTtaCTgcagcAgGtgccAA

	s4m17p2_50mer
	atgTgTatACAccgccgTgCCtAtcCcaTggctaTcCcaAcgTGtgccgc

	s4m17p3_50mer
	atAagAatAagccgcTATgagAAtctAaaggctaGcgcagAAAtGgGAAc

	s4m19p1_50mer
	atgaAcCAtagAcgcGAACCCtttctGTaggctCacTcaATggAGgccTc

	s4m19p2_50mer
	GtgaCTattTgccTccAcgagtCtcCTaaggctGaGCcagcATCCAGcgG

	s4m19p3_50mer
	CATaCcaCtagccgAcgAAagtttctcaTTCctaGTgGGgAAgttgcGgc

	s4m21p1_50mer
	TAgagcGtGCgcGAccAAgaAttGcAcaaTgcAaacgcCgcgAAtTGAgc

	s4m21p2_50mer
	aGAagcattagGAgAcCTgaCtttcGcCCCgctGCTgTagAggttTccAA

	s4m21p3_50mer
	atgGgcatCagAcCccCcACgttAcCcaaTgTtaaACcagTAgCGTcGgA

	s4m24p1_50mer
	TCgTTAattagTcgTcgcCGgCGtcGcGTgTTtaaATcaTcggCtgTcAG

	s4m24p2_50mer
	CtgagGatAGTccCcGTcgCgtGAAAcaTTTAAaTcgcagcCCCtCcGgc

	s4m24p3_50mer
	aGgagGaGAaAcACTcAAgagAttcCcGGCCTtaGcgTaTcCCtGgTcgc

	s4m27p1_50mer
	atTagcGtGTgATTGATcgaTACtTCTGagCcAaaTgAagTAACtTccgc

	s4m27p2_50mer
	TtgGTTCttaAAcgAcgGAaTGttGtcCGTgTGaaGCGagTgAGAAccgG

	s4m27p3_50mer
	TtCGAcaAGTgAcCAcCcgGTAtCctTaaAgcCGGGgGGgcgTttTccAc

	s4m30p1_50mer
	CtgCAcTGtCTTcATcCcTTgtGGTtcaCTgTtCaTATTCcTgtCgGcAA

	s4m30p2_50mer
	TCTGgTCCtagcGCGTCcTaAGCAGtcCaCgAAGacgAaAcggtGAcACc

	s4m30p3_50mer
	CCCagATAGGAccgcGgAgGgGAtcGAaaCATtaaGAcTgATAttTcACG

	s4m33p1_50mer
	CCTTTAaGGTCccgcATAgTTCttAATGGgCcGTTTTcaTTTgttTTTgc

	s4m33p2_50mer
	atTaCcTtAGgAACTGTcgCgttGGAACTgCAAaCGTGTCGTgttgAGCT

	s4m33p3_50mer
	GCgTCcCttTgATAGcAATaCGGtGtcTGggcCaaTAAaTTTTCCAGGgG

	s4m37p1_50mer
	GCAGTTGAAGgcTAcTgTTaAtGGGtTaaTTcGTaTATaATTTGACAGTc

	s4m37p2_50mer
	TGATgGaGACTTATAcCAATTCttGCGCTCCcAGacCTGAcAACCgccgT

	s4m37p3_50mer
	GGACTTCGCaATTCcAAGTCTtCGACAGagCctGCTgGaTcTTtCCTcAc

	
	

	Artificial target
	Sequence (5' -> 3')

	T1_SO1679
	gttcgtcggtggcaaactggcgagctagctcagcaaattggcgttggtcttcgttgaaattaaaatccat

	T2_SO1744
	gaccattattctgctcgactgccacagcacttgcaccatgctcgaacagcgcatcatccaccttggtcat

	T3_SO2680
	tatcctcacccatgatctgcttatcggctttaaatggcttgcctgttgatgggtcaataatggcgctcat

	T4_SO0848
	tcacgccaacggccgtcgcagcggcaaccgctgcgttagccttgagaaactcgcggcggctaatgctcat


Table S2 Comparison of theoretical probe design criteria and experimental hybridization behavior. The Experiment showed that 32 and 36 non-specific probes were detected for 50mer and 70 oligonucleotide probes, respectively at an SNR >3.0. 
	50mer oligonucleotide probes (n = 180)



	Probe design criteria
	Theoretical prediction
	Hybridization behavior vs theoretical prediction for non-specific probes

	
	aSpecific probe no.
	bNon-specific probe no.
	cMis-excluded rate (%)
	dMis-included rate (%)
	ePrediction rate (%)

	A. Identity

(<=85%)
	144
	36
	33%
	25%
	67%

	B. Stretch

(<=15 bases)
	147
	33
	21%
	22%
	76%

	C. Free energy 

(>=-30 kcal/mol)
	141
	39
	26%
	9%
	74%

	D. MMPD

(<=4.0)
	131
	49
	45%
	12%
	57%

	E. A + B
	139
	41
	39%
	22%
	61%

	F. A + B + C
	133
	47
	38%
	0
	68%

	G. A + B + C + D
	123
	57
	44%
	0
	56%

	H. Identity 90% +

B + C
	133
	47
	30%
	0
	68%

	70mer oligonucleotide probes (n = 180)



	Probe design criteria
	Theoretical prediction
	Hybridization behavior vs theoretical prediction for non-specific probes

	
	aSpecific probe no.
	bNon-specific probe no.
	cMis-excluded rate (%)
	dMis-included rate (%)
	ePrediction rate (%)

	A. Identity

(85%)
	132
	48
	35%
	14%
	65%

	B. Stretch

(20 bases)
	149
	31
	29%
	25%
	87%

	C. Free energy 

(-40 kcal/mol)
	120
	60
	40%
	6%
	57%

	D. MMPD

(5.0)
	118
	62
	44%
	22%
	45%

	E. A + B
	130
	50
	34%
	8%
	66%

	F. A + B + C
	118
	62
	42%
	0
	58%

	G. A + B + C + D
	104
	76
	53%
	0
	47%

	H. identity 90% +

B + C 
	118
	62
	38%
	0
	58%


aSpecific probe no. and bNon-specific probe no. were determined by the theoretically calculated value of a probe based on the pre-set criterion or a combination of criteria.

cMis-excluded rate (%)  = 100 x The number of probes that were not experimentally proven non-specific but excluded by the pre-set criterion or a combination of criteria / The total number of non-specific probes predicted theoretically (in column 3).

dMis-included rate (%) = 100 x The number of probes that were not theoretically excluded by the pre-set criterion or a combination of criteria but experimentally proven to be non-specific / The number of probes that were experimentally proven to be non-specific (32 for 50mer oligonucleotides and 36 for 70mer oligonucleotides out of 180 MM probes).

ePrediction rate (%) = 100 x The number of probes that were theoretically predicted to be non-specific by the pre-set criterion or a combination of criteria and also experimentally proven to be non-specific / The total number of non-specific probes predicted theoretically (in column 3).

Table S3 The summary of parameters (probe-target identity, stretch, MMPD and binding free energy) and their relationships with signal intensity and SNR for some probes. There were three probes (p1, p2 and p3) at each identity level, and at least one of them had relatively strong cross-hybridization in the table.  The data were presented as the average of three slides (6 possible data points). Optimal target concentrations were applied to both 50mer and 70mer oligonucleotide arrays.  SNR > 3.0 is regarded as significant difference from the background signal.
	50mer oligonucleotide



	MM

Probe ID
	Max. Identity
	Max.  Str.
	MMPD
	Binding Energy 
	Avg.

Sig. int.   
	Avg.

SNR
	*Identity <=90%

	S4-05-p1
	0.90
	22
	7.07
	-44.31
	1806
	3.64
	Stretch, Energy

	S4-05-p2
	0.90
	22
	6.18
	-43.71
	3940
	8.24
	Stretch, Energy

	S4-05-p3
	0.90
	<16
	5.75
	-40.44
	1313
	2.78
	Energy

	S2-07-p1
	0.86
	<16
	4.83
	-17.35
	1658
	2.29
	Good

	S2-07-p2
	0.86
	23
	5.36
	-29.03
	8292
	12.03
	Stretch

	S2-07-p3
	0.86
	<16
	4.13
	-32.27
	1895
	2.57
	Energy

	S3-09-p1
	0.82
	<16
	4.39
	-11.94
	271
	0.30
	Good

	S3-09-p2
	0.82
	18
	5.09
	-15.33
	1625
	3.30
	Stretch

	S3-09-p3
	0.82
	16
	5.13
	-12.88
	812
	1.02
	Stretch

	S2-11-p1
	0.78
	16
	4.88
	-25.56
	2843
	2.38
	Stretch

	S2-11-p2
	0.78
	18
	5.14
	-32.54
	4501
	6.98
	Stretch, Energy

	S2-11-p3
	0.78
	19
	3.88
	-31.89
	7344
	9.64
	Stretch, Energy

	70mer oligonucleotide



	MM

Probe ID
	Max. Identity
	Max. Str.
	MMPD
	Binding Energy 
	Avg.

Sig. int.   
	Avg.

SNR
	*Identity <=90%

	S4-07-p1
	0.90
	<16
	7.10
	-69.72
	942
	2.83
	Energy

	S4-07-p2
	0.90
	20
	7.89
	-66.19
	1319
	3.60
	Energy

	S4-07-p3
	0.90
	28
	7.24
	-78.15
	3204
	7.90
	Stretch, Energy

	S3-09-p1
	0.87
	21
	7.03
	-51.37
	4688
	7.27
	Stretch, Energy

	S3-09-p2
	0.87
	18
	4.16
	-37.24
	703
	1.01
	Good

	S3-09-p3
	0.87
	18
	7.56
	-52.84
	3047
	5.18
	Energy

	S4-09-p1
	0.87
	26
	6.68
	-69.12
	1696
	3.34
	Stretch, Energy

	S4-09-p2
	0.87
	<16
	5.56
	-60.16
	377
	1.17
	Energy

	S4-09-p3
	0.87
	30
	7.61
	-68.28
	2262
	5.33
	Stretch, Energy

	S3-11-p1
	0.84
	22
	5.37
	-42.71
	2938
	4.73
	Stretch, Energy

	S3-11-p2
	0.84
	21
	2.91
	-53.87
	2110
	3.39
	Stretch, Energy

	S3-11-p3
	0.84
	<16
	6.03
	-28.94
	203
	0.78
	Good


* This column indicates a probe status when sequence identity <= 90%. Good: the probe meets all criteria. Energy: this probe is excluded by the binding free energy criterion. Stretch: this probe is excluded by the stretch criterion. Here the criteria for binding free energy are >= -30 (50mer) or -40 (70mer) kcal/mol, and stretch <= 15 (50mer) or 20 (70mer) bases.

	Table S4 Summary of parameter data for all perfect match (PM) and mismatch (MM) probes
	

	
	
	
	
	
	
	
	
	

	Oligo ID
	Identity (%)
	Str. Len. (base)
	Free energy (kcal/mol)
	MMPD
	average % of control
	SD (n=6)
	average SNR
	SD (n=6)

	SO1679_50pm
	100
	50
	-78.00
	2.77
	1.00
	0.0000
	11.76
	2.372

	s1m03p1_50mer
	94
	29
	-54.47
	9.30
	0.24
	0.0528
	3.97
	0.528

	s1m03p2_50mer
	94
	21
	-56.03
	7.67
	0.17
	0.0821
	3.45
	0.280

	s1m03p3_50mer
	94
	28
	-54.62
	10.50
	0.30
	0.0527
	3.96
	0.320

	s1m05p1_50mer
	90
	15
	-40.08
	5.93
	0.08
	0.0510
	1.90
	0.210

	s1m05p2_50mer
	90
	15
	-42.98
	6.36
	0.14
	0.0327
	2.47
	0.250

	s1m05p3_50mer
	90
	13
	-45.05
	4.58
	0.09
	0.0537
	1.96
	0.190

	s1m07p1_50mer
	86
	22
	-32.09
	5.71
	0.04
	0.0126
	1.39
	0.120

	s1m07p2_50mer
	86
	14
	-25.33
	5.83
	0.05
	0.0121
	1.45
	0.110

	s1m07p3_50mer
	86
	17
	-30.13
	5.24
	0.08
	0.0119
	1.64
	0.090

	s1m09p1_50mer
	82
	15
	-17.36
	4.56
	0.04
	0.0132
	0.43
	0.060

	s1m09p2_50mer
	82
	<=10
	-27.19
	3.84
	0.10
	0.0197
	1.03
	0.100

	s1m09p3_50mer
	82
	13
	-27.58
	5.43
	0.05
	0.0056
	0.55
	0.060

	s1m11p1_50mer
	78
	<=10
	-4.06
	4.80
	0.04
	0.0082
	0.46
	0.031

	s1m11p2_50mer
	78
	12
	-20.71
	5.51
	0.06
	0.0051
	0.65
	0.043

	s1m11p3_50mer
	78
	13
	-11.04
	4.45
	0.04
	0.0030
	0.46
	0.027

	s1m13p1_50mer
	74
	<=10
	-4.30
	4.41
	0.01
	0.0008
	0.07
	0.006

	s1m13p2_50mer
	74
	<=10
	-2.80
	4.06
	0.02
	0.0011
	0.23
	0.021

	s1m13p3_50mer
	74
	18
	-22.33
	3.76
	0.02
	0.0009
	0.24
	0.032

	s1m15p1_50mer
	70
	<=10
	-3.30
	3.71
	0.04
	0.0046
	0.43
	0.120

	s1m15p2_50mer
	70
	<=10
	-2.50
	2.77
	0.01
	0.0082
	0.12
	0.130

	s1m15p3_50mer
	70
	12
	-9.08
	3.65
	0.02
	0.0065
	0.24
	0.170

	s1m17p1_50mer
	66
	<=10
	-2.50
	3.65
	0.00
	0.0000
	0.01
	0.067

	s1m17p2_50mer
	66
	12
	-7.98
	3.55
	0.02
	0.0021
	0.29
	0.021

	s1m17p3_50mer
	66
	<=10
	-1.60
	3.47
	0.00
	0.0000
	0.01
	0.032

	s1m19p1_50mer
	62
	<=10
	-4.20
	2.97
	0.01
	0.0008
	0.08
	0.014

	s1m19p2_50mer
	62
	<=10
	-8.40
	3.25
	0.00
	0.0000
	0.01
	0.017

	s1m19p3_50mer
	62
	<=10
	-1.60
	2.83
	0.01
	0.0006
	0.12
	0.032

	s1m21p1_50mer
	58
	<=10
	-1.60
	3.18
	0.01
	0.0008
	0.15
	0.110

	s1m21p2_50mer
	58
	<=10
	-1.60
	3.24
	0.02
	0.0015
	0.21
	0.038

	s1m21p3_50mer
	58
	<=10
	-4.40
	3.09
	0.01
	0.0007
	0.17
	0.029

	s1m24p1_50mer
	52
	<=10
	-2.80
	2.89
	0.02
	0.0000
	0.14
	0.018

	s1m24p2_50mer
	52
	<=10
	-4.40
	2.92
	0.01
	0.0080
	0.08
	0.042

	s1m24p3_50mer
	52
	<=10
	-1.60
	3.09
	0.02
	0.0012
	0.24
	0.032

	s1m27p1_50mer
	46
	<=10
	-3.32
	2.69
	0.02
	0.0008
	0.20
	0.049

	s1m27p2_50mer
	46
	<=10
	-2.28
	3.14
	0.01
	0.0006
	0.08
	0.037

	s1m27p3_50mer
	46
	<=10
	-3.70
	2.96
	0.00
	0.0000
	0.05
	0.000

	s1m30p1_50mer
	40
	<=10
	-1.60
	2.65
	0.01
	0.0005
	0.15
	0.011

	s1m30p2_50mer
	40
	<=10
	-3.30
	2.78
	0.02
	0.0021
	0.22
	0.042

	s1m30p3_50mer
	40
	<=10
	-1.60
	2.64
	0.01
	0.0008
	0.10
	0.033

	s1m33p1_50mer
	34
	<=10
	-2.80
	2.88
	0.01
	0.0004
	0.17
	0.019

	s1m33p2_50mer
	34
	<=10
	-3.30
	2.73
	0.03
	0.0018
	0.32
	0.042

	s1m33p3_50mer
	34
	<=10
	-1.60
	2.80
	0.03
	0.0021
	0.31
	0.039

	s1m37p1_50mer
	28
	<=10
	-2.80
	2.77
	0.06
	0.0036
	0.73
	0.077

	s1m37p2_50mer
	28
	<=10
	-5.20
	2.71
	0.06
	0.0027
	0.74
	0.052

	s1m37p3_50mer
	28
	<=10
	-1.60
	2.76
	0.02
	0.0009
	0.21
	0.089

	SO1744_50pm
	100
	50
	-84.80
	2.77
	1.00
	0.0000
	31.92
	5.923

	s2m03p1_50mer
	94
	24
	-63.66
	8.18
	0.33
	0.0912
	11.26
	1.689

	s2m03p2_50mer
	94
	16
	-61.72
	7.41
	0.27
	0.1270
	9.12
	2.720

	s2m03p3_50mer
	94
	23
	-60.42
	8.26
	0.29
	0.0910
	9.56
	1.949

	s2m05p1_50mer
	90
	24
	-50.06
	6.16
	0.31
	0.0625
	9.96
	1.598

	s2m05p2_50mer
	90
	19
	-38.58
	6.56
	0.12
	0.0250
	3.94
	0.598

	s2m05p3_50mer
	90
	19
	-53.82
	8.07
	0.33
	0.0382
	11.89
	1.650

	s2m07p1_50mer
	86
	15
	-17.35
	4.83
	0.07
	0.0126
	2.29
	0.495

	s2m07p2_50mer
	86
	23
	-29.03
	5.36
	0.35
	0.0427
	12.03
	1.327

	s2m07p3_50mer
	86
	14
	-32.27
	4.13
	0.08
	0.0120
	2.57
	0.356

	s2m09p1_50mer
	82
	<=10
	-35.64
	4.26
	0.13
	0.0210
	4.48
	0.678

	s2m09p2_50mer
	82
	11
	-24.23
	4.13
	0.08
	0.0110
	2.72
	0.231

	s2m09p3_50mer
	82
	12
	-32.84
	4.77
	0.17
	0.0129
	5.58
	0.742

	s2m11p1_50mer
	78
	16
	-25.56
	4.88
	0.12
	0.0098
	2.38
	0.335

	s2m11p2_50mer
	78
	18
	-32.54
	5.14
	0.19
	0.0200
	6.98
	0.477

	s2m11p3_50mer
	78
	19
	-31.89
	3.88
	0.31
	0.0220
	9.64
	0.811

	s2m13p1_50mer
	74
	12
	-13.96
	3.49
	0.08
	0.0150
	2.32
	0.392

	s2m13p2_50mer
	74
	<=10
	-5.70
	3.73
	0.00
	0.0000
	0.08
	0.067

	s2m13p3_50mer
	74
	<=10
	-22.64
	4.02
	0.01
	0.0078
	0.21
	0.320

	s2m15p1_50mer
	70
	<=10
	-8.86
	4.15
	0.01
	0.0062
	0.46
	0.470

	s2m15p2_50mer
	70
	<=10
	-2.80
	3.35
	0.00
	0.0000
	0.08
	0.760

	s2m15p3_50mer
	70
	13
	-5.70
	3.32
	0.01
	0.0008
	0.43
	0.217

	s2m17p1_50mer
	66
	<=10
	-2.50
	3.52
	0.01
	0.0002
	0.23
	0.078

	s2m17p2_50mer
	66
	12
	-13.26
	4.37
	0.13
	0.0012
	2.57
	0.439

	s2m17p3_50mer
	66
	<=10
	-6.50
	3.12
	0.00
	0.0000
	0.06
	0.007

	s2m19p1_50mer
	62
	<=10
	-1.60
	3.56
	0.00
	0.0000
	0.13
	0.321

	s2m19p2_50mer
	62
	<=10
	-4.40
	3.37
	0.00
	0.0000
	0.17
	0.156

	s2m19p3_50mer
	62
	<=10
	-4.80
	3.46
	0.00
	0.0000
	0.03
	0.056

	s2m21p1_50mer
	58
	<=10
	-4.20
	3.00
	0.00
	0.0000
	0.00
	0.000

	s2m21p2_50mer
	58
	<=10
	-3.10
	3.27
	0.00
	0.0000
	0.00
	0.000

	s2m21p3_50mer
	58
	<=10
	-5.40
	3.51
	0.01
	0.0000
	0.28
	0.008

	s2m24p1_50mer
	52
	<=10
	-1.60
	2.98
	0.00
	0.0000
	0.08
	0.076

	s2m24p2_50mer
	52
	<=10
	-1.60
	2.67
	0.01
	0.0000
	0.25
	0.084

	s2m24p3_50mer
	52
	<=10
	-1.60
	3.05
	0.00
	0.0000
	0.11
	0.420

	s2m27p1_50mer
	46
	<=10
	-3.00
	3.04
	0.00
	0.0000
	0.08
	0.300

	s2m27p2_50mer
	46
	<=10
	-3.90
	3.04
	0.00
	0.0000
	0.08
	0.170

	s2m27p3_50mer
	46
	<=10
	-3.10
	2.68
	0.02
	0.0078
	0.58
	0.820

	s2m30p1_50mer
	40
	<=10
	-1.60
	2.81
	0.00
	0.0000
	0.11
	0.230

	s2m30p2_50mer
	40
	<=10
	-2.88
	2.61
	0.01
	0.0065
	0.15
	0.210

	s2m30p3_50mer
	40
	<=10
	-3.70
	2.94
	0.00
	0.0000
	0.00
	0.000

	s2m33p1_50mer
	34
	<=10
	-5.20
	2.72
	0.01
	0.0072
	0.21
	0.098

	s2m33p2_50mer
	34
	<=10
	-4.80
	2.73
	0.00
	0.0000
	0.14
	0.021

	s2m33p3_50mer
	34
	<=10
	-3.90
	2.68
	0.03
	0.0006
	0.97
	0.011

	s2m37p1_50mer
	28
	<=10
	-3.90
	3.06
	0.00
	0.0000
	0.13
	0.023

	s2m37p2_50mer
	28
	<=10
	-4.11
	2.82
	0.03
	0.0005
	0.97
	0.037

	s2m37p3_50mer
	28
	<=10
	-2.50
	2.68
	0.00
	0.0000
	0.00
	0.000

	SO2680_50pm
	100
	50
	-78.80
	2.67
	1.00
	0.0000
	39.02
	7.984

	s3m03p1_50mer
	94
	19
	-53.62
	8.33
	0.34
	0.0320
	9.00
	1.543

	s3m03p2_50mer
	94
	17
	-54.24
	8.49
	0.35
	0.0270
	9.59
	1.090

	s3m03p3_50mer
	94
	29
	-62.10
	9.82
	0.32
	0.0190
	7.48
	1.050

	s3m05p1_50mer
	90
	13
	-45.88
	5.78
	0.13
	0.0120
	2.77
	0.860

	s3m05p2_50mer
	90
	19
	-39.44
	7.14
	0.24
	0.0250
	7.78
	0.780

	s3m05p3_50mer
	90
	23
	-42.85
	7.80
	0.23
	0.0178
	8.16
	1.210

	s3m07p1_50mer
	86
	11
	-28.04
	3.96
	0.04
	0.0052
	1.45
	0.270

	s3m07p2_50mer
	86
	24
	-26.54
	5.60
	0.19
	0.0120
	6.04
	0.590

	s3m07p3_50mer
	86
	17
	-39.29
	5.86
	0.22
	0.0210
	8.03
	1.020

	s3m09p1_50mer
	82
	<=10
	-11.94
	4.39
	0.01
	0.0052
	0.30
	0.050

	s3m09p2_50mer
	82
	18
	-15.33
	5.09
	0.12
	0.0037
	3.30
	0.458

	s3m09p3_50mer
	82
	16
	-12.88
	5.13
	0.03
	0.0024
	1.02
	0.320

	s3m11p1_50mer
	78
	11
	-5.57
	3.79
	0.01
	0.0008
	0.40
	0.410

	s3m11p2_50mer
	78
	13
	-17.12
	4.63
	0.02
	0.0014
	0.69
	0.370

	s3m11p3_50mer
	78
	13
	-5.78
	4.33
	0.01
	0.0092
	0.40
	0.540

	s3m13p1_50mer
	74
	<=10
	-2.65
	4.39
	0.01
	0.0079
	0.36
	0.069

	s3m13p2_50mer
	74
	17
	-22.53
	4.12
	0.03
	0.0068
	1.01
	0.654

	s3m13p3_50mer
	74
	14
	-36.67
	4.16
	0.08
	0.0120
	3.22
	0.378

	s3m15p1_50mer
	70
	<=10
	-3.10
	4.43
	0.02
	0.0082
	1.02
	0.123

	s3m15p2_50mer
	70
	<=10
	-6.26
	4.09
	0.08
	0.0056
	2.76
	0.321

	s3m15p3_50mer
	70
	<=10
	-1.60
	4.12
	0.02
	0.0008
	0.67
	0.065

	s3m17p1_50mer
	66
	<=10
	-5.75
	2.72
	0.00
	0.0000
	0.07
	0.068

	s3m17p2_50mer
	66
	<=10
	-1.60
	3.80
	0.01
	0.0000
	0.20
	0.120

	s3m17p3_50mer
	66
	<=10
	-1.60
	3.86
	0.01
	0.0007
	0.36
	0.217

	s3m19p1_50mer
	62
	<=10
	-5.90
	3.37
	0.00
	0.0000
	0.06
	0.039

	s3m19p2_50mer
	62
	<=10
	-4.30
	3.51
	0.00
	0.0005
	0.06
	0.043

	s3m19p3_50mer
	62
	<=10
	-3.10
	3.17
	0.00
	0.0000
	0.12
	0.052

	s3m21p1_50mer
	58
	<=10
	-3.10
	3.23
	0.01
	0.0006
	0.40
	0.098

	s3m21p2_50mer
	58
	<=10
	-1.79
	3.37
	0.00
	0.0000
	0.08
	0.120

	s3m21p3_50mer
	58
	<=10
	-5.41
	2.93
	0.01
	0.0005
	0.23
	0.350

	s3m24p1_50mer
	52
	<=10
	-1.60
	2.92
	0.00
	0.0000
	0.16
	0.098

	s3m24p2_50mer
	52
	<=10
	-2.42
	3.20
	0.00
	0.0000
	0.11
	0.023

	s3m24p3_50mer
	52
	<=10
	-1.60
	3.16
	0.00
	0.0000
	0.11
	0.021

	s3m27p1_50mer
	46
	<=10
	-4.43
	2.96
	0.00
	0.0000
	0.02
	0.007

	s3m27p2_50mer
	46
	<=10
	-4.20
	2.73
	0.00
	0.0000
	0.12
	0.078

	s3m27p3_50mer
	46
	<=10
	-2.00
	2.78
	0.01
	0.0007
	0.27
	0.082

	s3m30p1_50mer
	40
	<=10
	-1.60
	2.64
	0.00
	0.0000
	0.02
	0.006

	s3m30p2_50mer
	40
	<=10
	-4.80
	2.78
	0.00
	0.0000
	0.03
	0.056

	s3m30p3_50mer
	40
	<=10
	-6.30
	2.81
	0.00
	0.0006
	0.08
	0.075

	s3m33p1_50mer
	34
	<=10
	-1.60
	2.69
	0.01
	0.0012
	0.19
	0.034

	s3m33p2_50mer
	34
	<=10
	-6.63
	2.73
	0.00
	0.0000
	0.17
	0.054

	s3m33p3_50mer
	34
	<=10
	-3.10
	2.80
	0.00
	0.0000
	0.15
	0.078

	s3m37p1_50mer
	28
	<=10
	-1.60
	2.74
	0.01
	0.0000
	0.24
	0.042

	s3m37p2_50mer
	28
	<=10
	-1.60
	2.79
	0.01
	0.0000
	0.31
	0.031

	s3m37p3_50mer
	28
	<=10
	-3.70
	2.91
	0.00
	0.0000
	0.09
	0.017

	SO0848_50pm
	100
	50
	-89.90
	2.65
	1.00
	0.0000
	37.68
	5.985

	s4m03p1_50mer
	94
	34
	-71.08
	9.18
	0.35
	0.1280
	15.50
	2.170

	s4m03p2_50mer
	94
	28
	-66.37
	8.88
	0.31
	0.1120
	11.23
	1.960

	s4m03p3_50mer
	94
	21
	-65.44
	7.26
	0.35
	0.0820
	8.62
	1.082

	s4m05p1_50mer
	90
	22
	-44.31
	7.07
	0.11
	0.0150
	3.64
	0.289

	s4m05p2_50mer
	90
	22
	-43.71
	6.18
	0.24
	0.0210
	8.27
	0.982

	s4m05p3_50mer
	90
	12
	-40.44
	5.75
	0.08
	0.0160
	2.78
	0.310

	s4m07p1_50mer
	86
	15
	-35.90
	4.76
	0.07
	0.0170
	2.56
	0.356

	s4m07p2_50mer
	86
	18
	-27.41
	5.88
	0.21
	0.0220
	7.39
	0.564

	s4m07p3_50mer
	86
	25
	-46.49
	6.44
	0.12
	0.0100
	4.30
	0.562

	s4m09p1_50mer
	82
	12
	-36.57
	3.82
	0.11
	0.0108
	4.09
	0.432

	s4m09p2_50mer
	82
	13
	-25.55
	5.93
	0.07
	0.0056
	2.74
	0.138

	s4m09p3_50mer
	82
	<=10
	-25.80
	5.24
	0.01
	0.0072
	0.40
	0.097

	s4m11p1_50mer
	78
	<=10
	-30.80
	4.73
	0.11
	0.0132
	3.28
	0.329

	s4m11p2_50mer
	78
	<=10
	-22.96
	4.37
	0.03
	0.0024
	1.18
	0.156

	s4m11p3_50mer
	78
	<=10
	-23.47
	3.54
	0.01
	0.0000
	0.25
	0.343

	s4m13p1_50mer
	74
	19
	-25.67
	4.62
	0.02
	0.0013
	0.69
	0.980

	s4m13p2_50mer
	74
	12
	-3.10
	4.08
	0.06
	0.0052
	2.51
	0.267

	s4m13p3_50mer
	74
	14
	-24.84
	4.61
	0.02
	0.0018
	0.73
	0.087

	s4m15p1_50mer
	70
	<=10
	-6.26
	3.99
	0.01
	0.0032
	0.34
	0.015

	s4m15p2_50mer
	70
	<=10
	-5.39
	4.26
	0.01
	0.0048
	0.41
	0.032

	s4m15p3_50mer
	70
	<=10
	-2.80
	4.13
	0.01
	0.0027
	0.37
	0.051

	s4m17p1_50mer
	66
	<=10
	-4.20
	3.74
	0.01
	0.0031
	0.45
	0.059

	s4m17p2_50mer
	66
	<=10
	-4.20
	3.31
	0.01
	0.0028
	0.61
	0.042

	s4m17p3_50mer
	66
	<=10
	-2.61
	3.79
	0.02
	0.0032
	0.55
	0.078

	s4m19p1_50mer
	62
	<=10
	-5.70
	3.11
	0.01
	0.0011
	0.51
	0.082

	s4m19p2_50mer
	62
	<=10
	-1.60
	3.68
	0.01
	0.0000
	0.25
	0.049

	s4m19p3_50mer
	62
	<=10
	-3.30
	3.62
	0.01
	0.0000
	0.37
	0.051

	s4m21p1_50mer
	58
	<=10
	-1.60
	3.45
	0.01
	0.0046
	0.28
	0.099

	s4m21p2_50mer
	58
	<=10
	-1.60
	3.13
	0.01
	0.0000
	0.21
	0.033

	s4m21p3_50mer
	58
	<=10
	-6.30
	3.23
	0.01
	0.0000
	0.23
	0.046

	s4m24p1_50mer
	52
	<=10
	-3.10
	3.17
	0.01
	0.0000
	0.35
	0.160

	s4m24p2_50mer
	52
	<=10
	-4.80
	2.85
	0.01
	0.0065
	0.28
	0.038

	s4m24p3_50mer
	52
	<=10
	-1.60
	2.85
	0.02
	0.0089
	0.56
	0.082

	s4m27p1_50mer
	46
	<=10
	-3.28
	2.63
	0.03
	0.0042
	1.09
	0.088

	s4m27p2_50mer
	46
	<=10
	-3.30
	2.79
	0.01
	0.0000
	0.21
	0.021

	s4m27p3_50mer
	46
	<=10
	-1.97
	2.84
	0.00
	0.0000
	0.17
	0.044

	s4m30p1_50mer
	40
	<=10
	-3.30
	2.73
	0.01
	0.0000
	0.46
	0.067

	s4m30p2_50mer
	40
	<=10
	-1.60
	2.75
	0.01
	0.0000
	0.38
	0.098

	s4m30p3_50mer
	40
	<=10
	-3.70
	2.89
	0.00
	0.0000
	0.10
	0.022

	s4m33p1_50mer
	34
	<=10
	-2.12
	2.69
	0.01
	0.0067
	0.31
	0.210

	s4m33p2_50mer
	34
	<=10
	-2.50
	2.72
	0.01
	0.0082
	0.22
	0.390

	s4m33p3_50mer
	34
	<=10
	-1.60
	2.69
	0.01
	0.0024
	0.20
	0.086

	s4m37p1_50mer
	28
	<=10
	-1.60
	2.63
	0.06
	0.0035
	1.98
	0.890

	s4m37p2_50mer
	28
	<=10
	-4.80
	2.77
	0.01
	0.0000
	0.22
	0.230

	s4m37p3_50mer
	28
	<=10
	-4.60
	2.83
	0.03
	0.0012
	1.15
	0.089

	
	
	
	
	
	
	
	
	

	SO1679_70pm
	100
	70
	-113.70
	2.91
	1.00
	0.0000
	25.97
	2.120

	s1m03p1_70mer
	96
	25
	-88.45
	7.69
	0.33
	0.1240
	3.96
	0.356

	s1m03p2_70mer
	96
	33
	-89.06
	10.81
	0.33
	0.0990
	3.29
	0.427

	s1m03p3_70mer
	96
	29
	-92.10
	12.74
	0.28
	0.0880
	3.21
	0.288

	s1m05p1_70mer
	93
	43
	-74.62
	11.43
	0.26
	0.0625
	4.10
	0.562

	s1m05p2_70mer
	93
	24
	-75.99
	8.97
	0.12
	0.0510
	3.53
	0.672

	s1m05p3_70mer
	93
	21
	-80.25
	8.69
	0.13
	0.0220
	2.52
	0.348

	s1m07p1_70mer
	90
	17
	-59.29
	5.77
	0.11
	0.0130
	1.46
	0.127

	s1m07p2_70mer
	90
	16
	-54.65
	6.30
	0.09
	0.0110
	3.38
	0.487

	s1m07p3_70mer
	90
	22
	-60.36
	4.95
	0.11
	0.0096
	2.30
	0.267

	s1m09p1_70mer
	87
	14
	-43.21
	6.73
	0.06
	0.0076
	0.25
	0.211

	s1m09p2_70mer
	87
	16
	-50.12
	8.03
	0.12
	0.0210
	1.32
	0.219

	s1m09p3_70mer
	87
	16
	-49.87
	6.28
	0.06
	0.0068
	0.26
	0.047

	s1m11p1_70mer
	84
	19
	-44.13
	6.88
	0.04
	0.0042
	0.16
	0.032

	s1m11p2_70mer
	84
	<=10
	-35.06
	5.88
	0.03
	0.0048
	0.12
	0.120

	s1m11p3_70mer
	84
	12
	-37.64
	6.03
	0.05
	0.0038
	0.21
	0.320

	s1m13p1_70mer
	81
	18
	-48.93
	5.19
	0.03
	0.0029
	4.17
	0.789

	s1m13p2_70mer
	81
	18
	-30.54
	5.90
	0.11
	0.0023
	0.45
	0.341

	s1m13p3_70mer
	81
	14
	-33.14
	5.81
	0.04
	0.0031
	0.16
	0.078

	s1m15p1_70mer
	79
	12
	-32.55
	5.29
	0.15
	0.0147
	0.57
	0.031

	s1m15p2_70mer
	79
	11
	-22.59
	4.38
	0.16
	0.0176
	0.63
	0.012

	s1m15p3_70mer
	79
	14
	-15.96
	5.69
	0.07
	0.0065
	0.31
	0.120

	s1m17p1_70mer
	76
	14
	-14.80
	5.61
	0.04
	0.0045
	0.16
	0.230

	s1m17p2_70mer
	76
	<=10
	-5.46
	5.53
	0.04
	0.0037
	0.14
	0.180

	s1m17p3_70mer
	76
	15
	-9.86
	4.28
	0.01
	0.0009
	0.06
	0.110

	s1m19p1_70mer
	73
	<=10
	5.24
	4.51
	0.04
	0.0053
	0.17
	0.210

	s1m19p2_70mer
	73
	<=10
	-2.19
	4.39
	0.02
	0.0032
	0.09
	0.056

	s1m19p3_70mer
	73
	14
	-3.16
	4.70
	0.03
	0.0017
	0.12
	0.042

	s1m21p1_70mer
	70
	<=10
	5.66
	4.17
	0.00
	0.0000
	0.00
	0.000

	s1m21p2_70mer
	70
	<=10
	-16.19
	4.54
	0.00
	0.0000
	0.08
	0.023

	s1m21p3_70mer
	70
	<=10
	-18.10
	4.10
	0.01
	0.0000
	0.07
	0.029

	s1m24p1_70mer
	66
	<=10
	2.52
	3.82
	0.04
	0.0120
	0.18
	0.021

	s1m24p2_70mer
	66
	<=10
	12.01
	3.98
	0.04
	0.0092
	0.16
	0.022

	s1m24p3_70mer
	66
	<=10
	3.11
	4.18
	0.00
	0.0000
	0.03
	0.098

	s1m27p1_70mer
	61
	<=10
	12.68
	4.15
	0.01
	0.0000
	0.06
	0.002

	s1m27p2_70mer
	61
	<=10
	3.68
	3.92
	0.00
	0.0000
	0.10
	0.042

	s1m27p3_70mer
	61
	<=10
	-2.11
	2.98
	0.02
	0.0065
	0.11
	0.009

	s1m30p1_70mer
	57
	12
	8.04
	3.73
	0.03
	0.0093
	0.11
	0.007

	s1m30p2_70mer
	57
	<=10
	-1.60
	3.95
	0.03
	0.0089
	0.12
	0.021

	s1m30p3_70mer
	57
	<=10
	-3.30
	3.78
	0.04
	0.0048
	0.15
	0.046

	s1m33p1_70mer
	53
	<=10
	20.64
	3.33
	0.03
	0.0067
	0.14
	0.038

	s1m33p2_70mer
	53
	<=10
	16.56
	3.55
	0.03
	0.0089
	0.14
	0.049

	s1m33p3_70mer
	53
	<=10
	3.08
	3.03
	0.01
	0.0076
	0.03
	0.021

	s1m37p1_70mer
	47
	<=10
	4.30
	3.29
	0.04
	0.0086
	0.16
	0.011

	s1m37p2_70mer
	47
	<=10
	23.10
	3.13
	0.08
	0.0076
	0.35
	0.037

	s1m37p3_70mer
	47
	<=10
	4.61
	3.21
	0.00
	0.0000
	0.25
	0.092

	SO1744_70pm
	100
	70
	-115.70
	3.08
	1.00
	0.0000
	30.17
	3.392

	s2m03p1_70mer
	96
	36
	-94.95
	14.40
	0.40
	0.1180
	13.68
	2.198

	s2m03p2_70mer
	96
	33
	-91.64
	2.95
	0.30
	0.1230
	4.22
	0.872

	s2m03p3_70mer
	96
	36
	-88.23
	4.78
	0.35
	0.1267
	3.60
	0.382

	s2m05p1_70mer
	93
	20
	-75.49
	6.77
	0.04
	0.0418
	4.52
	0.561

	s2m05p2_70mer
	93
	16
	-74.71
	7.64
	0.03
	0.0532
	3.42
	0.492

	s2m05p3_70mer
	93
	19
	-71.21
	5.97
	0.02
	0.0012
	5.21
	0.672

	s2m07p1_70mer
	90
	24
	-63.69
	3.80
	0.02
	0.0032
	0.20
	0.210

	s2m07p2_70mer
	90
	15
	-65.74
	7.92
	0.03
	0.0024
	0.34
	0.032

	s2m07p3_70mer
	90
	21
	-66.80
	6.36
	0.03
	0.0056
	0.41
	0.210

	s2m09p1_70mer
	87
	17
	-46.54
	6.24
	0.03
	0.0048
	0.36
	0.190

	s2m09p2_70mer
	87
	17
	-51.14
	7.25
	0.03
	0.0032
	0.41
	0.092

	s2m09p3_70mer
	87
	17
	-52.92
	8.21
	0.06
	0.0027
	0.75
	0.087

	s2m11p1_70mer
	84
	14
	-45.95
	7.62
	0.00
	0.0000
	0.04
	0.072

	s2m11p2_70mer
	84
	14
	-45.70
	6.03
	0.03
	0.0021
	0.39
	0.021

	s2m11p3_70mer
	84
	15
	-49.14
	5.65
	0.05
	0.0029
	0.52
	0.013

	s2m13p1_70mer
	81
	12
	-28.14
	5.80
	0.02
	0.0015
	1.34
	0.187

	s2m13p2_70mer
	81
	11
	-38.61
	5.53
	0.01
	0.0000
	0.01
	0.000

	s2m13p3_70mer
	81
	11
	-16.28
	5.88
	0.01
	0.0029
	0.14
	0.027

	s2m15p1_70mer
	79
	11
	-28.01
	5.54
	0.02
	0.0026
	0.24
	0.027

	s2m15p2_70mer
	79
	12
	-31.39
	5.15
	0.02
	0.0008
	0.29
	0.018

	s2m15p3_70mer
	79
	18
	-9.94
	5.00
	0.02
	0.0012
	0.29
	0.026

	s2m17p1_70mer
	76
	<=10
	-7.90
	4.76
	0.01
	0.0000
	0.11
	0.015

	s2m17p2_70mer
	76
	<=10
	-4.52
	5.38
	0.02
	0.0024
	0.20
	0.022

	s2m17p3_70mer
	76
	<=10
	-8.11
	4.77
	0.01
	0.0019
	0.16
	0.078

	s2m19p1_70mer
	73
	<=10
	-11.12
	4.91
	0.01
	0.0000
	0.20
	0.035

	s2m19p2_70mer
	73
	<=10
	7.04
	4.39
	0.02
	0.0024
	0.22
	0.029

	s2m19p3_70mer
	73
	15
	-9.29
	4.41
	0.01
	0.0008
	0.14
	0.028

	s2m21p1_70mer
	70
	<=10
	6.14
	4.68
	0.00
	0.0082
	0.03
	0.019

	s2m21p2_70mer
	70
	<=10
	-1.60
	4.52
	0.01
	0.0000
	0.10
	0.011

	s2m21p3_70mer
	70
	<=10
	-9.88
	3.81
	0.00
	0.0000
	0.05
	0.098

	s2m24p1_70mer
	66
	<=10
	10.79
	4.50
	0.00
	0.0000
	0.02
	0.042

	s2m24p2_70mer
	66
	<=10
	6.48
	4.25
	0.01
	0.0076
	0.15
	0.015

	s2m24p3_70mer
	66
	<=10
	-5.70
	4.29
	0.00
	0.0000
	0.01
	0.006

	s2m27p1_70mer
	61
	<=10
	7.25
	3.71
	0.02
	0.0027
	0.30
	0.003

	s2m27p2_70mer
	61
	<=10
	9.83
	3.95
	0.01
	0.0011
	0.11
	0.021

	s2m27p3_70mer
	61
	<=10
	0.56
	3.02
	0.00
	0.0000
	0.06
	0.020

	s2m30p1_70mer
	57
	<=10
	4.72
	3.55
	0.02
	0.0008
	0.21
	0.019

	s2m30p2_70mer
	57
	<=10
	15.49
	3.73
	0.01
	0.0009
	0.09
	0.028

	s2m30p3_70mer
	57
	<=10
	7.16
	3.88
	0.01
	0.0000
	0.13
	0.040

	s2m33p1_70mer
	53
	<=10
	9.67
	3.63
	0.00
	0.0000
	0.03
	0.000

	s2m33p2_70mer
	53
	<=10
	12.82
	3.56
	0.01
	0.0000
	0.07
	0.008

	s2m33p3_70mer
	53
	<=10
	-0.59
	3.19
	0.01
	0.0000
	0.12
	0.007

	s2m37p1_70mer
	47
	<=10
	18.29
	3.61
	0.01
	0.0015
	0.15
	0.002

	s2m37p2_70mer
	47
	<=10
	-2.26
	3.47
	0.02
	0.0022
	0.20
	0.021

	s2m37p3_70mer
	47
	<=10
	5.08
	3.16
	0.01
	0.0016
	0.09
	0.023

	SO2680_70pm
	100
	70
	-109.80
	2.91
	1.00
	0.0000
	25.64
	3.798

	s3m03p1_70mer
	96
	42
	-86.26
	12.39
	0.47
	0.1620
	3.56
	0.452

	s3m03p2_70mer
	96
	40
	-92.32
	15.07
	0.36
	0.1280
	5.20
	1.210

	s3m03p3_70mer
	96
	44
	-89.41
	7.13
	0.30
	0.1370
	3.90
	0.560

	s3m05p1_70mer
	93
	30
	-75.40
	8.46
	0.29
	0.0720
	4.76
	0.390

	s3m05p2_70mer
	93
	19
	-39.67
	8.79
	0.13
	0.0550
	4.34
	0.420

	s3m05p3_70mer
	93
	29
	-65.49
	6.81
	0.11
	0.0880
	3.29
	0.560

	s3m07p1_70mer
	90
	14
	-60.34
	5.28
	0.05
	0.0120
	0.12
	0.090

	s3m07p2_70mer
	90
	23
	-63.54
	10.79
	0.29
	0.0380
	3.84
	0.970

	s3m07p3_70mer
	90
	25
	-62.90
	6.79
	0.13
	0.0100
	3.36
	0.652

	s3m09p1_70mer
	87
	21
	-51.37
	7.03
	0.27
	0.0650
	7.27
	1.020

	s3m09p2_70mer
	87
	18
	-37.42
	4.16
	0.07
	0.0210
	1.01
	0.380

	s3m09p3_70mer
	87
	18
	-51.37
	7.56
	0.25
	0.0320
	5.18
	0.480

	s3m11p1_70mer
	84
	20
	-42.71
	5.37
	0.39
	0.0450
	4.73
	0.790

	s3m11p2_70mer
	84
	21
	-53.87
	2.91
	0.31
	0.0490
	3.39
	0.821

	s3m11p3_70mer
	84
	15
	-28.94
	6.03
	0.08
	0.0210
	0.78
	0.210

	s3m13p1_70mer
	81
	<=10
	-11.14
	6.21
	0.02
	0.0023
	0.07
	0.082

	s3m13p2_70mer
	81
	23
	-29.17
	5.07
	0.13
	0.0110
	3.24
	0.052

	s3m13p3_70mer
	81
	12
	-9.58
	5.02
	0.06
	0.0078
	0.16
	0.320

	s3m15p1_70mer
	79
	17
	-17.44
	5.04
	0.05
	0.0120
	0.15
	0.440

	s3m15p2_70mer
	79
	<=10
	-10.13
	4.81
	0.05
	0.0096
	0.15
	0.110

	s3m15p3_70mer
	79
	19
	-16.14
	5.29
	0.07
	0.0058
	0.23
	0.028

	s3m17p1_70mer
	76
	<=10
	7.93
	4.87
	0.09
	0.0120
	0.52
	0.097

	s3m17p2_70mer
	76
	11
	3.23
	4.97
	0.05
	0.0037
	0.14
	0.062

	s3m17p3_70mer
	76
	11
	-24.07
	3.81
	0.00
	0.0078
	0.01
	0.008

	s3m19p1_70mer
	73
	<=10
	-3.46
	5.10
	0.02
	0.0021
	0.06
	0.092

	s3m19p2_70mer
	73
	<=10
	10.05
	4.37
	0.04
	0.0032
	0.10
	0.064

	s3m19p3_70mer
	73
	13
	0.41
	4.38
	0.06
	0.0043
	0.17
	0.028

	s3m21p1_70mer
	70
	<=10
	9.14
	4.61
	0.03
	0.0046
	0.08
	0.091

	s3m21p2_70mer
	70
	<=10
	-5.54
	4.75
	0.07
	0.0052
	0.21
	0.011

	s3m21p3_70mer
	70
	<=10
	10.73
	4.48
	0.04
	0.0014
	0.09
	0.021

	s3m24p1_70mer
	66
	<=10
	4.52
	4.54
	0.02
	0.0021
	0.06
	0.031

	s3m24p2_70mer
	66
	<=10
	5.75
	4.63
	0.08
	0.0032
	0.24
	0.047

	s3m24p3_70mer
	66
	<=10
	5.65
	4.03
	0.05
	0.0018
	0.16
	0.021

	s3m27p1_70mer
	61
	<=10
	-1.38
	3.30
	0.07
	0.0021
	0.21
	0.032

	s3m27p2_70mer
	61
	<=10
	4.84
	3.78
	0.07
	0.0032
	0.17
	0.038

	s3m27p3_70mer
	61
	<=10
	6.39
	4.17
	0.05
	0.0015
	0.15
	0.062

	s3m30p1_70mer
	57
	12
	5.71
	3.75
	0.01
	0.0092
	0.03
	0.008

	s3m30p2_70mer
	57
	<=10
	15.77
	3.78
	0.05
	0.0021
	0.15
	0.012

	s3m30p3_70mer
	57
	<=10
	8.83
	3.61
	0.04
	0.0008
	0.13
	0.021

	s3m33p1_70mer
	53
	11
	13.10
	3.47
	0.04
	0.0012
	0.10
	0.098

	s3m33p2_70mer
	53
	<=10
	11.36
	3.59
	0.03
	0.0036
	0.10
	0.012

	s3m33p3_70mer
	53
	<=10
	3.81
	3.10
	0.02
	0.0028
	0.05
	0.009

	s3m37p1_70mer
	47
	<=10
	12.91
	3.35
	0.01
	0.0007
	0.04
	0.008

	s3m37p2_70mer
	47
	<=10
	13.41
	3.46
	0.10
	0.0012
	0.30
	0.002

	s3m37p3_70mer
	47
	<=10
	15.37
	3.45
	0.04
	0.0006
	0.12
	0.100

	SO0848_70pm
	100
	70
	-129.60
	3.08
	1.00
	0.0000
	49.13
	6.920

	s4m03p1_70mer
	96
	40
	-107.44
	11.95
	0.45
	0.1320
	17.43
	2.140

	s4m03p2_70mer
	96
	33
	-104.81
	11.53
	0.49
	0.1430
	20.78
	3.920

	s4m03p3_70mer
	96
	31
	-110.10
	11.13
	0.44
	0.9510
	16.57
	2.460

	s4m05p1_70mer
	93
	28
	-95.41
	11.37
	0.41
	0.0390
	22.17
	3.210

	s4m05p2_70mer
	93
	22
	-92.09
	7.74
	0.08
	0.0870
	2.93
	0.220

	s4m05p3_70mer
	93
	41
	-110.56
	12.72
	0.44
	0.0590
	23.06
	1.380

	s4m07p1_70mer
	90
	14
	-69.72
	7.10
	0.05
	0.0180
	2.83
	0.210

	s4m07p2_70mer
	90
	20
	-66.19
	7.89
	0.12
	0.0110
	3.60
	0.780

	s4m07p3_70mer
	90
	28
	-78.15
	7.24
	0.17
	0.0320
	7.90
	0.820

	s4m09p1_70mer
	87
	26
	-69.12
	6.68
	0.12
	0.0110
	3.34
	0.450

	s4m09p2_70mer
	87
	14
	-60.16
	5.56
	0.02
	0.0067
	1.17
	0.290

	s4m09p3_70mer
	87
	30
	-68.28
	7.61
	0.09
	0.0272
	5.33
	0.530

	s4m11p1_70mer
	84
	14
	-56.05
	4.75
	0.01
	0.0032
	0.56
	0.067

	s4m11p2_70mer
	84
	14
	-45.71
	6.17
	0.01
	0.0068
	0.57
	0.021

	s4m11p3_70mer
	84
	<=10
	-47.67
	5.78
	0.01
	0.0000
	0.46
	0.034

	s4m13p1_70mer
	81
	11
	-36.36
	6.21
	0.00
	0.0000
	0.24
	0.021

	s4m13p2_70mer
	81
	<=10
	-30.29
	4.97
	0.00
	0.0000
	0.25
	0.180

	s4m13p3_70mer
	81
	19
	-46.57
	6.26
	0.02
	0.0092
	0.78
	0.280

	s4m15p1_70mer
	79
	17
	-29.34
	5.04
	0.01
	0.0086
	0.39
	0.210

	s4m15p2_70mer
	79
	11
	-42.80
	6.00
	0.01
	0.0065
	0.33
	0.210

	s4m15p3_70mer
	79
	13
	-26.74
	4.94
	0.00
	0.0023
	0.23
	0.270

	s4m17p1_70mer
	76
	<=10
	-3.85
	4.85
	0.01
	0.0000
	0.35
	0.020

	s4m17p2_70mer
	76
	<=10
	-22.92
	3.87
	0.00
	0.0000
	0.20
	0.073

	s4m17p3_70mer
	76
	14
	-50.43
	3.72
	0.01
	0.0000
	3.34
	0.670

	s4m19p1_70mer
	73
	<=10
	-6.26
	5.05
	0.00
	0.0000
	0.20
	0.030

	s4m19p2_70mer
	73
	11
	-19.64
	4.95
	0.00
	0.0000
	0.24
	0.021

	s4m19p3_70mer
	73
	<=10
	-13.79
	5.33
	0.00
	0.0086
	0.04
	0.009

	s4m21p1_70mer
	70
	13
	1.36
	4.82
	0.01
	0.0027
	0.26
	0.008

	s4m21p2_70mer
	70
	<=10
	-1.12
	4.60
	0.00
	0.0000
	0.03
	0.032

	s4m21p3_70mer
	70
	13
	-8.97
	4.61
	0.01
	0.0000
	0.32
	0.056

	s4m24p1_70mer
	66
	<=10
	-5.91
	4.79
	0.00
	0.0000
	0.21
	0.043

	s4m24p2_70mer
	66
	<=10
	6.24
	4.32
	0.00
	0.0000
	0.25
	0.076

	s4m24p3_70mer
	66
	<=10
	-7.07
	4.42
	0.01
	0.0007
	0.31
	0.088

	s4m27p1_70mer
	61
	<=10
	-1.60
	3.57
	0.01
	0.0000
	0.38
	0.029

	s4m27p2_70mer
	61
	<=10
	4.84
	4.29
	0.01
	0.0062
	0.41
	0.026

	s4m27p3_70mer
	61
	<=10
	-1.60
	4.02
	0.01
	0.0057
	0.28
	0.023

	s4m30p1_70mer
	57
	<=10
	6.00
	3.42
	0.00
	0.0063
	0.15
	0.018

	s4m30p2_70mer
	57
	13
	8.10
	3.52
	0.01
	0.0000
	0.41
	0.019

	s4m30p3_70mer
	57
	<=10
	19.33
	3.18
	0.00
	0.0000
	0.11
	0.021

	s4m33p1_70mer
	53
	<=10
	-1.43
	3.38
	0.00
	0.0000
	0.11
	0.023

	s4m33p2_70mer
	53
	<=10
	-1.63
	3.05
	0.01
	0.0000
	0.26
	0.028

	s4m33p3_70mer
	53
	<=10
	16.30
	3.22
	0.08
	0.0012
	2.95
	0.018

	s4m37p1_70mer
	47
	<=10
	12.11
	3.73
	0.00
	0.0000
	0.03
	0.023

	s4m37p2_70mer
	47
	<=10
	-2.14
	3.21
	0.00
	0.0000
	0.11
	0.029

	s4m37p3_70mer
	47
	<=10
	3.33
	3.52
	0.01
	0.0000
	0.25
	0.008


