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Figure S1a. Maximal sequence identities



Maximal stretch length of a probe to its non-targets (base)
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Figure S1b. Maximal stretch lengths



Minimal free energy of a probe to its non-targets (kcal/mol)

>=0 -1~-5 -6~-10-11~-15-16~-20-21~-25-26~-30-31~-35 <-35

Pe
rc

en
ta

ge
 o

f p
ro

be
 n

um
be

r (
%

)

0

5

10

15

20

25

Figure S1c. Minimal free energy with their non-targets
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Figure S2a. Minimal sequence identities
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Figure S2b. Minimal stretch lengths



Maximal free energy of a probe to its group targets (kcal/mol)
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Figure S2c. Maximal free energy with their group targets
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