Supplementary Table 1: comprehensive list of D. vulgaris genes that displayed a significant response to oxygen exposure

	 
	 
	 
	 
	 
	 

	ORF
	Gene identifier
	Annotation
	Symbol
	Ratio
	P-value

	Protein Synthesis
	
	
	
	

	ORF04878
	DVU0142
	tryptophanyl-tRNA synthetase
	trpS
	2,74
	3,2E-03

	ORF05501
	DVU0504
	ribosomal protein S15
	rpsO
	2,11
	3,8E-06

	ORF00396
	DVU0881
	translation elongation factor G, putative
	
	0,42
	4,0E-04

	ORF01631
	DVU1629
	ribosomal subunit interface protein
	yfiA
	2,82
	1,8E-05

	ORF02921
	DVU2376
	lysyl-tRNA synthetase
	lysS
	0,47
	5,5E-04

	ORF03187
	DVU2534
	phenylalanyl-tRNA synthetase, alpha subunit
	pheS
	0,50
	1,1E-02

	ORF03813
	DVU2921
	ribosomal protein L33
	rpmG
	0,31
	4,6E-03

	
	
	
	
	
	

	Cellular Processes
	
	
	
	

	ORF05533
	DVU0523
	negative regulator of flagellin synthesis FlgM
	flgM
	3,38
	5,2E-07

	ORF00622
	DVU1012
	hemolysin-type calcium-binding repeat protein
	
	3,37
	3,2E-05

	ORF01320
	DVU1444
	basal-body rod modification protein FlgD
	flgD
	2,14
	1,4E-04

	ORF02384
	DVU2069
	DNA processing protein DprA, putative
	
	3,07
	1,4E-03

	ORF02392
	DVU2073
	chemotaxis protein CheY
	cheY-2
	5,36
	1,9E-07

	ORF02398
	DVU2076
	chemotaxis protein methyltransferase
	cheR-2
	2,49
	7,0E-04

	ORF02808
	DVU2309
	methyl-accepting chemotaxis protein, putative
	
	2,31
	1,5E-05

	ORF02985
	DVU2410
	superoxide dismutase, Fe
	sodB
	0,46
	4,2E-03

	ORF03649
	DVU2816
	multidrug resistance protein
	
	4,18
	2,0E-03

	ORF03769
	DVU2893
	flagellar basal-body rod protein, putative
	
	9,34
	8,3E-04

	ORF03920
	DVU2988
	phage shock protein A
	pspA
	2,34
	4,2E-04

	
	
	
	
	
	

	Protein Fate
	
	
	
	

	ORF05621
	DVU0576
	peptide methionine sulfoxide reductase 
	msrB
	5,23
	1,9E-05

	ORF00186
	DVU0759
	peptidase, M29 family
	
	3,79
	5,1E-04

	ORF00367
	DVU0864
	glycoprotease family protein, putative
	
	2,77
	8,1E-04

	ORF00368
	DVU0865
	membrane-associated zinc metalloprotease, putative
	
	2,56
	1,2E-04

	ORF00624
	DVU1013
	type I secretion outer membrane protein, TolC family
	
	2,57
	1,0E-04

	ORF01042
	DVU1272
	general secretion pathway protein E, putative
	
	0,46
	1,2E-04

	ORF01147
	DVU1336
	ATP-dependent Clp protease, ATP-binding subunit 
	clpX
	2,36
	7,6E-07

	ORF01297
	DVU1430
	peptidase, M16 family
	
	2,55
	3,8E-04

	ORF01360
	DVU1467
	heat shock protein HslVU, ATPase subunit 
	hslU
	2,42
	2,6E-06

	ORF01584
	DVU1601
	ATP-dependent Clp protease adaptor protein 
	
	3,72
	7,1E-05

	ORF01586
	DVU1602
	ATP-dependent Clp protease, ATP-binding subunit 
	clpA
	2,33
	1,8E-03

	ORF01587
	DVU1603
	leucyl/phenylalanyl-tRNA--protein transferase
	aat
	2,36
	1,2E-04

	ORF02044
	DVU1873
	peptidyl-prolyl cis-trans isomerase B
	ppiB-2
	2,64
	8,1E-06

	ORF02047
	DVU1874
	ATP-dependent Clp protease, ATP-binding subunit 
	clpB
	2,05
	3,9E-04

	ORF02048
	DVU1875
	dafA protein
	
	6,11
	8,7E-06

	ORF02050
	DVU1876
	dnaJ protein, putative
	
	2,85
	2,9E-05

	ORF02222
	DVU1977
	chaperonin, 10 kDa
	groES
	2,15
	4,0E-04

	ORF02234
	DVU1984
	peptide methionine sulfoxide reductase 
	msrA
	6,14
	1,2E-07

	ORF03029
	DVU2441
	heat shock protein, Hsp20 family
	
	13,15
	3,2E-08

	ORF03031
	DVU2442
	heat shock protein, Hsp20 family
	
	7,72
	3,5E-03

	ORF03123
	DVU2494
	peptidase, M48 family
	
	4,13
	1,9E-03

	ORF03243
	DVU2568
	peptidase, M20/M25/M40 family
	
	0,46
	3,2E-04

	ORF04628
	DVU3395
	peptidase, M23/M37 family
	
	2,68
	1,5E-04

	ORFA00027
	DVUA0111
	type III secretion system protein, IpaC family, putative
	
	0,46
	5,2E-06

	
	
	
	
	
	

	Regulatory Functions
	
	
	
	

	ORF04870
	DVU0138
	response regulator
	
	2,15
	9,2E-04

	ORF05021
	DVU0230
	transcriptional regulator cII, putative
	
	2,03
	3,0E-03

	ORF05535
	DVU0525
	transcriptional regulator, MarR family
	marR
	8,22
	8,3E-12

	ORF05543
	DVU0529
	transcriptional regulator, rrf2 protein, putative
	rrf2
	2,94
	4,1E-03

	ORF05657
	DVU0596
	DNA-binding response regulator 
	lytR
	2,05
	1,4E-05

	ORF00284
	DVU0813
	heat-inducible transcription repressor 
	HrcA
	2,14
	7,0E-03

	ORF01665
	DVU1645
	transcriptional regulator, ArsR family
	arsR
	2,66
	1,8E-04

	ORF01714
	DVU1674
	transcriptional regulator, putative
	
	2,45
	6,9E-05

	ORF02210
	DVU1970
	response regulator
	
	2,54
	5,0E-02

	ORF02418
	DVU2086
	transcriptional regulator, GntR family
	
	6,37
	8,5E-10

	ORF02925
	DVU2378
	transcriptional regulator, AraC family
	
	0,45
	1,7E-05

	ORF03270
	DVU2582
	transcriptional regulator, TetR family
	
	0,46
	2,1E-02

	ORF03623
	DVU2802
	transcriptional regulator, GntR family
	
	2,02
	1,0E-03

	ORF03654
	DVU2819
	transcriptional regulator, TetR family
	
	2,08
	1,4E-03

	
	
	
	
	
	

	Energy Metabolism
	
	
	
	

	ORF05546
	DVU0531
	hmc operon protein 6
	hmcF
	2,94
	9,3E-07

	ORF05548
	DVU0532
	hmc operon protein 5
	hmcE
	3,40
	2,6E-07

	ORF05549
	DVU0533
	hmc operon protein 4
	hmcD
	2,19
	2,0E-04

	ORF05554
	DVU0536
	high-molecular-weight cytochrome C
	hmcA
	3,38
	4,9E-04

	ORF00078
	DVU0692
	molybdopterin oxidoreductase, transmembrane subunit
	
	0,45
	1,4E-04

	ORF00079
	DVU0693
	molybdopterin oxidoreductase, iron-sulfur cluster-binding subunit
	
	0,34
	1,4E-03

	ORF00080
	DVU0694
	molybdopterin oxidoreductase, molybdopterin-binding subunit
	
	0,48
	1,2E-03

	ORF00219
	DVU0775
	ATP synthase, F1 beta subunit
	atpD
	0,27
	2,5E-04

	ORF00220
	DVU0776
	ATP synthase, F1 gamma subunit
	atpG
	0,26
	7,6E-06

	ORF00223
	DVU0777
	ATP synthase, F1 alpha subunit
	atpA
	0,19
	8,6E-06

	ORF00224
	DVU0778
	ATP synthase, F1 delta subunit
	atpH
	0,35
	2,0E-05

	ORF00226
	DVU0779
	ATP synthase F0, B subunit, putative
	atpF2
	0,26
	1,3E-04

	ORF00228
	DVU0780
	ATP synthase F0, B subunit, putative
	atpF1
	0,39
	5,4E-03

	ORF00292
	DVU0819
	FMN reductase, NADPH-dependent
	
	2,62
	9,6E-09

	ORF00341
	DVU0848
	quinone-interacting membrane-bound oxidoreductase, putative
	QmoA
	0,32
	8,5E-05

	ORF00343
	DVU0849
	quinone-interacting membrane-bound oxidoreductase, iron-sulfur-binding subunit
	QmoB
	0,28
	1,9E-04

	ORF00345
	DVU0850
	quinone-interacting membrane-bound oxidoreductase, transmembrane subunit
	QmoC
	0,48
	7,4E-06

	ORF00373
	DVU0867
	aromatic amino acid decarboxylase, putative
	
	0,50
	9,7E-05

	ORF00462
	DVU0918
	ATP synthase F0, A subunit
	atpB
	0,46
	8,9E-05

	ORF00538
	DVU0964
	Glu/Leu/Phe/Val dehydrogenase family protein
	
	0,48
	2,2E-04

	ORF01068
	DVU1287
	reductase, iron-sulfur binding subunit, putative
	DsrO
	0,42
	1,7E-03

	ORF01069
	DVU1288
	cytochrome c family protein
	DsrJ
	0,42
	1,2E-03

	ORF01070
	DVU1289
	reductase, iron-sulfur binding subunit, putative
	DsrK
	0,37
	1,1E-03

	ORF01072
	DVU1290
	nitrate reductase, gamma subunit, putative
	DsrM
	0,48
	6,2E-03

	ORF01288
	DVU1426
	glycine cleavage system H protein
	gcvH
	0,49
	3,0E-04

	ORF01341
	DVU1457
	thioredoxin reductase, putative
	trxB
	3,29
	1,6E-03

	ORF01989
	DVU1839
	thioredoxin
	trxA
	2,48
	2,1E-05

	ORF02121
	DVU1918
	periplasmic [NiFeSe] hydrogenase, large subunit, selenocysteine-containing (hysA)
	hysA
	2,27
	1,0E-04

	ORF02128
	DVU1921
	periplasmic [NiFe] hydrogenase, small subunit, isozyme 1
	hynB-1
	0,46
	4,9E-06

	ORF02626
	DVU2204
	tryptophanase
	tnaA
	0,47
	2,1E-02

	ORF02823
	DVU2318
	rubrerythrin, putative
	rbr
	0,48
	2,7E-03

	ORF03001
	DVU2421
	4-oxalocrotonate tautomerase family protein
	
	2,83
	2,0E-04

	ORF03099
	DVU2481
	formate dehydrogenase, beta subunit, putative
	
	2,15
	3,4E-03

	ORF03155
	DVU2514
	pyruvate kinase
	pyk
	0,46
	7,7E-03

	ORF03171
	DVU2525
	periplasmic [NiFe] hydrogenase, small subunit, isozyme 2
	hynB-2
	0,49
	7,9E-04

	ORF03173
	DVU2526
	periplasmic [NiFe] hydrogenase, large subunit, isozyme 2
	hynA-2
	0,50
	2,9E-03

	ORF03423
	DVU2680
	flavodoxin
	
	0,30
	4,4E-05

	ORF03609
	DVU2795
	electron transport complex protein RnfE, putative
	
	0,50
	2,0E-04

	ORF03638
	DVU2809
	cytochrome c3
	
	2,23
	1,4E-05

	ORF04250
	DVU3171
	cytochrome c3
	TpIc3
	0,40
	8,1E-04

	ORF04420
	DVU3271
	cytochrome d ubiquinol oxidase, subunit I
	cydA
	0,48
	7,4E-05

	
	
	
	
	
	

	Central intermediary metabolism
	
	
	

	ORF00336
	DVU0846
	adenylylsulphate reductase, beta subunit
	apsB
	0,28
	3,5E-05

	ORF05345
	DVU0419
	carboxynorspermidine decarboxylase
	nspC
	3,76
	8,6E-04

	ORF05347
	DVU0421
	agmatinase, putative
	
	2,46
	3,0E-03

	ORF00038
	DVU0665
	nitrogen fixation protein nifU
	
	3,84
	3,5E-04

	ORF00338
	DVU0847
	adenylyl-sulphate reductase, alpha subunit
	apsA
	0,24
	3,3E-04

	ORF01081
	DVU1295
	sulfate adenylyltransferase
	sat
	0,33
	1,2E-02

	ORF01642
	DVU1636
	inorganic pyrophosphatase, manganese-dependent
	ppaC
	0,47
	5,2E-03

	ORF03040
	DVU2449
	S-adenosylmethionine synthetase
	metK
	0,47
	5,0E-03

	
	
	
	
	
	

	Cell Envelope
	
	
	
	

	ORF04790
	DVU0093
	conserved domain protein/glycosyl transferase, group 1 family protein
	
	3,42
	3,0E-05

	ORF05157
	DVU0308
	membrane protein, putative
	
	3,00
	1,5E-04

	ORF05582
	DVU0554
	NAD-dependent epimerase/dehydratase family protein
	
	2,79
	1,4E-06

	ORF05734
	DVU0638
	membrane protein, putative
	
	2,27
	2,3E-03

	ORF00205
	DVU0768
	glutamate racemase
	murI
	2,28
	6,0E-04

	ORF00209
	DVU0770
	membrane protein, putative
	
	4,39
	2,5E-07

	ORF00363
	DVU0861
	glycosyl transferase, group 1 family protein
	
	3,72
	1,4E-04

	ORF00376
	DVU0869
	undecaprenyl diphosphate synthase
	uppS
	0,39
	4,7E-06

	ORF00506
	DVU0943
	membrane protein, putative
	
	2,00
	3,6E-03

	ORF00711
	DVU1067
	membrane protein, Bmp family
	
	0,42
	2,1E-06

	ORF01250
	DVU1401
	membrane protein, putative
	
	13,34
	1,4E-06

	ORF02468
	DVU2116
	pilin, putative
	
	3,67
	1,3E-05

	ORF03077
	DVU2468
	tetraacyldisaccharide 4-kinase
	lpxK
	2,60
	2,6E-06

	ORF03079
	DVU2470
	membrane protein, putaive
	
	2,27
	2,6E-03

	ORF03128
	DVU2497
	lipoprotein, putative
	
	3,62
	9,9E-07

	ORF04106
	DVU3090
	outer membrane protein, OMPP1/FadL/TodX family
	
	2,30
	6,4E-06

	
	
	
	
	
	

	Transport and binding proteins
	
	
	

	ORF04780
	DVU0088
	Sodium/pantothenate symporter
	
	2,71
	4,0E-04

	ORF04795
	DVU0096
	polyamine ABC transporter, permease protein
	potC
	0,48
	1,9E-04

	ORF04813
	DVU0106
	glutamine ABC transporter, permease protein
	glnP
	0,49
	2,4E-04

	ORF04924
	DVU0169
	oligopeptide/dipeptide ABC transporter
	
	0,25
	3,4E-06

	ORF05288
	DVU0386
	amino acid ABC transporter, periplasmic amino acid-binding protein
	
	0,44
	7,5E-05

	ORF05538
	DVU0526
	drug resistance transporter, putative
	
	3,59
	8,1E-09

	ORF05568
	DVU0547
	high-affinity branched chain amino acid ABC transporter
	
	0,46
	2,5E-03

	ORF05652
	DVU0593
	L-lysine exporter, putative
	
	2,15
	4,9E-04

	ORF00108
	DVU0712
	amino acid ABC transporter, periplasmic-binding protein
	
	0,43
	3,8E-04

	ORF00176
	DVU0752
	amino acid ABC transporter, amino acid-binding protein
	
	0,50
	5,0E-04

	ORF00542
	DVU0966
	amino acid ABC transporter, periplasmic amino acid-binding protein
	
	0,47
	3,2E-05

	ORF00644
	DVU1026
	uracil permease
	uraA
	0,38
	1,0E-05

	ORF01696
	DVU1663
	permease, putative
	
	3,93
	1,2E-04

	ORF02757
	DVU2280
	amino acid permease family protein
	
	2,04
	1,3E-03

	ORF02836
	DVU2324
	copper-translocating P-type ATPase
	
	2,02
	7,5E-04

	ORF02838
	DVU2325
	mercuric transport protein periplasmic component
	merP
	6,68
	3,0E-10

	ORF03647
	DVU2815
	outer membrane efflux protein
	
	2,32
	4,4E-03

	ORF03653
	DVU2817
	multidrug resistance protein
	
	5,50
	5,3E-04

	ORF04182
	DVU3133
	glycerol uptake facilitator protein
	
	0,37
	2,7E-05

	ORF04505
	DVU3323
	ABC transporter, permease protein
	
	2,70
	4,0E-07

	ORF04615
	DVU3386
	permease, putative
	
	2,12
	9,4E-04

	
	
	
	
	
	

	Purines, pyrimidines, nucleosides, and nucleotides
	
	
	

	ORF00642
	DVU1025
	uracil phosphoribosyltransferase
	upp
	0,49
	5,2E-04

	ORF02147
	DVU1932
	adenylate kinase
	adk
	0,25
	3,0E-03

	ORF04495
	DVU3316
	dihydroorotate dehydrogenase
	pyrD
	2,60
	7,5E-07

	ORF04601
	DVU3379
	ribonucleoside-diphosphate reductase
	
	0,41
	2,1E-03

	
	
	
	
	
	

	Fatty acid and phospholipid metabolism
	
	
	

	ORF00374
	DVU0868
	phosphatidate cytidylyltransferase
	cdsA
	0,46
	1,5E-03

	
	
	
	
	
	

	DNA metabolism
	
	
	
	

	ORF05302
	DVU0396
	DNA-binding protein HU
	hup-1
	2,09
	5,4E-03

	ORF05487
	DVU0496
	DNA polymerase I
	polA
	0,43
	2,0E-04

	ORF00196
	DVU0764
	DNA-binding protein HU
	hup-2
	0,41
	7,7E-07

	ORF00390
	DVU0878
	dnaK suppressor protein, putative
	
	2,64
	7,7E-03

	ORF01775
	DVU1709
	type I restriction-modification system, M subunit
	hsdM
	0,43
	9,9E-05

	ORF01903
	DVU1789
	DNA primase
	dnaG
	2,61
	2,1E-04

	ORF02270
	DVU2001
	site-specific recombinase, phage integrase family, authentic frameshift
	
	4,56
	8,3E-03

	
	
	
	
	
	

	Amino acid biosynthesis
	
	
	
	

	ORF05243
	DVU0360
	acetolactate synthase, large subunit, biosynthetic type
	ilvB-1
	3,69
	2,9E-03

	ORF05430
	DVU0467
	anthranilate phosphoribosyltransferase
	trpD
	2,37
	3,1E-03

	ORF00037
	DVU0664
	cysteine desulfurase
	
	3,11
	3,6E-04

	ORF00760
	DVU1096
	ornithine carbamoyltransferase
	argF
	0,47
	5,3E-03

	ORF00927
	DVU1203
	serine hydroxymethyltransferase
	glyA
	0,49
	1,7E-05

	ORF04028
	DVU3048
	aspartate-semialdehyde dehydrogenase
	asd
	0,50
	4,5E-03

	ORF04586
	DVU3371
	5-methyltetrahydropteroyltriglutamate-homocysteine S-methyltransferase
	metE
	2,20
	3,8E-05

	
	
	
	
	
	

	Transcription
	
	
	
	

	ORF00727
	DVU1075
	ribonuclease P protein component
	rnpA
	0,38
	4,7E-06

	ORF00916
	DVU1197
	N utilization substance protein B
	nusB
	0,48
	1,6E-03

	ORF01558
	DVU1584
	sigma 70 family protein
	
	0,50
	3,9E-04

	
	
	
	
	
	

	Biosynthesis of cofactors, prosthetic groups, and carriers
	
	
	

	ORF05626
	DVU0579
	molybdopterin-guanine dinucleotide biosynthesis protein A, putative
	
	2,20
	3,2E-05

	ORF00370
	DVU0866
	1-deoxy-D-xylulose 5-phosphate reductoisomerase
	dxr
	3,47
	1,1E-05

	ORF01514
	DVU1560
	molybdopterin biosynthesis protein, putative
	
	0,43
	9,8E-04

	ORF01877
	DVU1775
	3,4-dihydroxy-2-butanone 4-phosphate synthase
	ribB
	0,50
	2,2E-03

	ORF02329
	DVU2037
	cobS protein, putative
	
	0,50
	2,9E-05

	ORF03752
	DVU2882
	folylpolyglutamate synthase
	folC
	0,49
	7,7E-03

	
	
	
	
	
	

	Unknown function
	
	
	
	

	ORF05039
	DVU0241
	MTH1175-like domain family protein
	
	3,85
	5,1E-05

	ORF05041
	DVU0242
	SEC-C motif domain protein
	
	3,02
	1,7E-03

	ORF05132
	DVU0293
	prokaryotic dksA/traR C4-type zinc finger family protein
	
	0,44
	4,3E-06

	ORF05143
	DVU0300
	radical SAM domain protein
	
	0,48
	2,8E-04

	ORF05174
	DVU0318
	TPR domain protein
	
	2,48
	1,6E-05

	ORF05339
	DVU0416
	GGDEF domain protein
	
	3,22
	7,5E-08

	ORF05389
	DVU0443
	exonulcease, putative
	
	2,69
	1,7E-03

	ORF05604
	DVU0567
	TerC family protein
	
	2,09
	1,6E-05

	ORF05743
	DVU0642
	hydrolase, alpha/beta fold family
	
	0,48
	4,2E-05

	ORF00195
	DVU0763
	GGDEF domain protein
	
	0,42
	1,0E-04

	ORF00203
	DVU0767
	aminotransferase, class V
	
	2,89
	2,9E-03

	ORF00786
	DVU1109
	ATPase domain protein
	
	0,46
	8,4E-03

	ORF00943
	DVU1212
	fxsA protein
	fsxA
	3,05
	1,6E-07

	ORF01029
	DVU1264
	transglycosylase SLT domain protein
	
	0,41
	4,0E-03

	ORF01219
	DVU1382
	HesB family selenoprotein
	
	5,77
	3,9E-04

	ORF01302
	DVU1432
	radical SAM domain protein
	
	3,66
	1,5E-09

	ORF01460
	DVU1530
	metallo-beta-lactamase family protein
	
	0,48
	1,4E-04

	ORF01685
	DVU1655
	aminotransferase, classes I and II
	
	0,49
	1,5E-04

	ORF01747
	DVU1694
	C4-type zinc finger protein, DksA/TraR family
	
	4,51
	8,3E-09

	ORF01759
	DVU1700
	metallo-beta-lactamase family protein
	
	2,96
	1,4E-02

	ORF02162
	DVU1941
	HAD-superfamily hydrolase, subfamily IIA
	
	0,47
	1,2E-02

	ORF02217
	DVU1974
	pyridine nucleotide-disulfide oxidoreductase
	
	2,31
	4,7E-05

	ORF02328
	DVU2036
	helix-turn-helix protein, CopG family
	
	0,47
	1,5E-04

	ORF02379
	DVU2068
	HD domain protein
	
	2,32
	5,8E-04

	ORF02810
	DVU2310
	metallo-beta-lactamase family protein
	
	10,32
	3,8E-07

	ORF02934
	DVU2383
	tonB dependent receptor domain protein
	
	0,46
	6,8E-04

	ORF03074
	DVU2466
	flocculin repeat domain
	
	4,44
	4,3E-04

	ORF03110
	DVU2486
	acetyltransferase, GNAT family
	
	2,26
	7,0E-04

	ORF03124
	DVU2495
	thioesterase family protein
	
	3,57
	4,4E-04

	ORF03201
	DVU2543
	hybrid cluster protein
	b0873
	0,41
	1,2E-02

	ORF03211
	DVU2548
	acyl carrier protein phosphodiesterase
	acpD
	3,54
	9,1E-07

	ORF03898
	DVU2975
	hydrolase, putative
	
	4,31
	6,1E-03

	ORF03902
	DVU2978
	hydrolase, haloacid dehalogenase-like family
	
	5,02
	1,2E-04

	ORF03903
	DVU2979
	phosphatidylserine decarboxylase-related protein
	
	2,04
	1,9E-04

	ORF04186
	DVU3135
	flavodoxin-like fold domain protein
	
	2,53
	1,9E-05

	ORF04187
	DVU3136
	nitroreductase family protein
	
	2,59
	1,3E-07

	ORF04293
	DVU3196
	twin-arginine translocation pathway signal sequence domain protein
	
	0,45
	1,3E-05

	ORF04387
	DVU3254
	PDZ domain protein
	
	0,47
	5,4E-04

	ORF04483
	DVU3308
	metallo-beta-lactamase family protein
	
	2,60
	1,5E-04

	
	
	
	
	
	

	Other categories
	
	
	
	

	ORF01398
	DVU1488
	minor tail protein, putative
	
	2,02
	2,1E-04

	ORF01412
	DVU1500
	major capsid protein, HK97 family
	
	2,55
	2,7E-02

	ORF02014
	DVU1855
	integrase, truncation
	
	5,49
	2,5E-06

	ORF02561
	DVU2168
	major head protein
	
	2,07
	8,8E-04

	
	
	
	
	
	

	Hypothetical proteins
	
	
	
	

	ORF04688
	DVU0036
	hypothetical protein
	
	2,42
	4,5E-03

	ORF04740
	DVU0065
	hypothetical protein
	
	2,99
	1,9E-05

	ORF04899
	DVU0154
	hypothetical protein
	
	0,49
	4,6E-05

	ORF05016
	DVU0227
	conserved hypothetical protein
	
	0,46
	1,7E-04

	ORF05038
	DVU0240
	hypothetical protein
	
	0,50
	2,2E-04

	ORF05061
	DVU0254
	hypothetical protein
	
	2,38
	1,2E-05

	ORF05098
	DVU0273
	conserved hypothetical protein
	
	0,36
	3,6E-07

	ORF05140
	DVU0298
	hypothetical protein
	
	2,11
	1,1E-02

	ORF05148
	DVU0303
	hypothetical protein
	
	0,34
	3,9E-04

	ORF05149
	DVU0304
	hypothetical protein
	
	0,46
	3,2E-03

	ORF05264
	DVU0370
	hypothetical protein
	
	0,46
	1,1E-03

	ORF05326
	DVU0409
	hypothetical protein
	
	2,49
	3,8E-04

	ORF05328
	DVU0410
	hypothetical protein
	
	2,17
	2,0E-05

	ORF05357
	DVU0427
	hypothetical protein
	
	2,48
	1,3E-07

	ORF05465
	DVU0486
	hypothetical protein
	
	3,50
	4,6E-07

	ORF05612
	DVU0572
	hypothetical protein
	
	3,49
	1,0E-05

	ORF05616
	DVU0574
	conserved domain protein
	
	3,40
	1,4E-05

	ORF05618
	DVU0575
	hypothetical protein
	
	2,03
	4,4E-05

	ORF05647
	DVU0590
	hypothetical protein
	
	3,41
	1,9E-03

	ORF05669
	DVU0603
	hypothetical protein
	
	2,13
	1,6E-03

	ORF00184
	DVU0758
	hypothetical protein
	
	2,86
	1,1E-03

	ORF00347
	DVU0851
	hypothetical protein
	
	0,42
	2,1E-03

	ORF00492
	DVU0936
	hypothetical protein
	
	0,44
	1,1E-03

	ORF00558
	DVU0975
	conserved hypothetical protein
	
	2,36
	3,9E-03

	ORF00654
	DVU1032
	hypothetical protein
	
	2,18
	3,2E-03

	ORF00847
	DVU1151
	hypothetical protein
	
	10,10
	1,6E-05

	ORF00965
	DVU1225
	hypothetical protein
	
	0,38
	9,0E-05

	ORF00992
	DVU1241
	conserved hypothetical protein
	
	2,17
	1,4E-06

	ORF01008
	DVU1251
	hypothetical protein
	
	0,48
	3,1E-04

	ORF01084
	DVU1297
	hypothetical protein
	
	0,43
	1,9E-02

	ORF01217
	DVU1380
	hypothetical protein
	
	2,23
	5,3E-07

	ORF01218
	DVU1381
	hypothetical protein
	
	3,32
	5,3E-04

	ORF01242
	DVU1396
	conserved hypothetical protein
	
	2,44
	1,0E-02

	ORF01303
	DVU1433
	hypothetical protein
	
	2,23
	1,7E-05

	ORF01304
	DVU1434
	hypothetical protein
	
	4,25
	4,3E-07

	ORF01345
	DVU1459
	conserved domain protein
	
	2,35
	2,5E-03

	ORF01404
	DVU1495
	hypothetical protein
	
	2,29
	5,1E-07

	ORF01422
	DVU1506
	hypothetical protein
	
	2,23
	2,7E-03

	ORF01527
	DVU1567
	hypothetical protein
	
	0,23
	3,1E-05

	ORF01653
	DVU1641
	conserved hypothetical protein
	
	2,43
	1,3E-04

	ORF01716
	DVU1675
	hypothetical protein
	
	5,85
	4,3E-04

	ORF01741
	DVU1689
	hypothetical protein
	
	2,53
	2,6E-05

	ORF01750
	DVU1696
	hypothetical protein
	
	3,78
	1,9E-03

	ORF01754
	DVU1698
	hypothetical protein
	
	5,42
	5,0E-07

	ORF01758
	DVU1699
	hypothetical protein
	
	2,50
	3,2E-04

	ORF01772
	DVU1707
	hypothetical protein
	
	0,47
	4,0E-03

	ORF01808
	DVU1731
	hypothetical protein
	
	5,00
	5,8E-05

	ORF01815
	DVU1736
	hypothetical protein
	
	2,46
	7,9E-05

	ORF01819
	DVU1739
	hypothetical protein
	
	3,28
	2,7E-05

	ORF02043
	DVU1872
	hypothetical protein
	
	2,85
	3,9E-05

	ORF02095
	DVU1902
	conserved hypothetical protein
	
	0,50
	5,7E-05

	ORF02203
	DVU1966
	hypothetical protein
	
	2,33
	4,5E-03

	ORF02211
	DVU1971
	conserved domain protein
	
	4,86
	7,2E-07

	ORF02304
	DVU2019
	conserved hypothetical protein
	
	0,41
	6,3E-05

	ORF02305
	DVU2020
	conserved hypothetical protein
	
	0,47
	2,5E-04

	ORF02324
	DVU2033
	hypothetical protein
	
	0,29
	5,0E-03

	ORF02337
	DVU2044
	hypothetical protein
	
	2,29
	2,1E-03

	ORF02419
	DVU2087
	hypothetical protein
	
	2,13
	1,1E-02

	ORF02507
	DVU2136
	hypothetical protein
	
	0,35
	4,1E-03

	ORF02580
	DVU2176
	hypothetical protein
	
	2,06
	1,6E-05

	ORF02594
	DVU2183
	hypothetical protein
	
	0,43
	1,2E-03

	ORF02635
	DVU2209
	conserved hypothetical protein
	
	0,44
	8,5E-03

	ORF02732
	DVU2261
	hypothetical protein
	
	2,09
	1,0E-04

	ORF02741
	DVU2268
	hypothetical protein
	
	2,72
	5,3E-06

	ORF02761
	DVU2282
	hypothetical protein
	
	2,34
	2,2E-03

	ORF02830
	DVU2321
	hypothetical protein
	
	2,10
	1,4E-03

	ORF03042
	DVU2450
	conserved hypothetical protein
	
	2,08
	1,0E-03

	ORF03058
	DVU2457
	hypothetical protein
	
	2,15
	2,3E-04

	ORF03111
	DVU2487
	hypothetical protein
	
	4,04
	1,1E-05

	ORF03113
	DVU2489
	hypothetical protein
	
	2,17
	9,3E-03

	ORF03221
	DVU2554
	conserved hypothetical protein
	
	3,13
	4,6E-06

	ORF03318
	DVU2612
	conserved hypothetical protein
	
	0,43
	3,3E-05

	ORF03332
	DVU2621
	hypothetical protein
	
	2,36
	1,3E-05

	ORF03347
	DVU2632
	hypothetical protein
	
	2,61
	4,3E-02

	ORF03359
	DVU2639
	conserved hypothetical protein
	
	4,33
	1,1E-06

	ORF03376
	DVU2650
	hypothetical protein
	
	0,39
	3,2E-03

	ORF03652
	DVU2818
	hypothetical protein
	
	6,40
	1,2E-04

	ORF03670
	DVU2829
	hypothetical protein
	
	2,68
	5,4E-05

	ORF03682
	DVU2837
	conserved hypothetical protein
	
	0,45
	8,8E-06

	ORF03901
	DVU2977
	hypothetical protein
	
	6,67
	2,1E-04

	ORF04019
	DVU3044
	hypothetical protein
	
	0,42
	2,0E-05

	ORF04444
	DVU3283
	hypothetical protein
	
	3,29
	4,3E-05

	ORF04504
	DVU3322
	conserved domain protein
	
	2,05
	4,9E-05

	ORF04508
	DVU3325
	hypothetical protein
	
	2,98
	2,8E-07

	ORF04540
	DVU3346
	hypothetical protein
	
	3,22
	6,2E-04

	ORF04613
	DVU3385
	hypothetical protein
	
	2,40
	9,7E-04

	ORFA00162
	DVUA0018
	hypothetical protein
	
	2,38
	1,9E-04

	ORF01076
	
	hypothetical protein
	
	0,50
	1,9E-03

	ORF05752
	
	hypothetical protein
	
	0,46
	2,2E-04

	ORF00356
	
	hypothetical protein
	
	3,57
	3,8E-08

	ORF00452
	
	hypothetical protein
	
	2,30
	3,9E-05

	ORF01220
	
	hypothetical protein
	
	6,52
	1,3E-04

	ORF05577
	
	hypothetical protein
	
	2,17
	1,3E-04

	ORF05613
	 
	hypothetical protein
	 
	2,02
	3,6E-03


