Supplementary Material

Table S1. Sediment/Soil sample locations

	Location
	River
	Sample type
	Latitude
	Longitude

	Schönberg
	Elbe
	RS
	N 52°90’73.2”
	E 11°87’21.9”

	Schönberg – Flood plain soil 1
	Elbe
	FPS
	N 52º90’55.8”
	E 11º87’09.2”

	Schönberg – Flood plain soil 2
	Elbe
	FPS
	N 52 º90’60.5”
	E 11º87’09.4”

	Lleida
	Ebro
	RS
	N 41º32’10.8”
	E 00º30’44.6”

	Flix
	Ebro
	RS
	N 41º13’43.6”
	E 00º33’09.0”

	Tortosa
	Ebro
	RS
	N 40º44’58.3”
	E 00º34’03.6”

	Delta-Rice Fields
	Ebro
	AS
	N 40°40’54.6”
	E 00°37’49.2”

	Delta-Estuaria
	Ebro
	RS
	N 40°38’22.7” 
	E 00°42’39.5”


Abbreviation: RS, river sediment, AS, agricultural soil, FPS, floodplain soil

Table S2 Primers used in this study
	Primer
	Sequence
	Positions (16SrRNA gene)
	Reference

	DeR 


	ACTTCGTCCCAATTACC
	1406–1422, D. ethenogenes strain 195c
	(1)

	DeF
	GCAATTAAGATAGTGGC
	49–65, D. ethenogenes strain 195 c
	(1)

	DHC1
	GATGAACGCTAGCGGCG
	1-17, D. ethenogenes strain 195 c
	(3)

	DHC1350R
	CACCTTGCTGATATGCGG
	1350-1357 Dehalococcoides spp. a
	(2)

	27-F
	GTTTGATCCTGGCTCAG
	27-43 All Bacteriaa
	(5)

	1492-R
	GG(AT)TACCTTGTTACGACTT
	1492-1510 All Bacteriaa
	(5)

	968F*
	AACGCGAAGAACCTTAC
	968-984 All Bacteriaa
	(7)

	341F#
	CCTACGGGAGGCAGCAG
	341-357 All Bacteriaa
	(6)

	534R#
	ATTACCGCGGCTGCTGGC
	534-517 All Bacteriaa
	(6)

	Dre441F#
	GTTAGGGAAGAACGGCATCTGT
	441-461 Dehalobacter spp. a
	(8)

	Dre645R#
	CCTCTCCTGTCCTCAAGCCATA
	645-666 Dehalobacter spp. b
	(8)

	Dsb406F#
	GTACGACGAAGGCCTTCGGGT
	406-426 Desulfitobacterium spp. a
	(8)

	Dsb619R#
	CCCAGGGTTGAGCCCTAGGT
	610b-619 Desulfitobacterium spp. a
	(8)

	Dco728F#
	AAGGCGGTTTTCTAGGTTGTCAC
	728-750 Dehalococcoides spp. a
	(8)

	Dco944R#
	CTTCATGCATGTCAAAT
	928-944 Dehalococcoides spp. a
	(8)

	T7+
	TAATACGACCACTATAGGG
	-
	Promega

	SP6+
	TAAATCCACTGTGATATCTT
	-
	Promega


(*) Primer with GC-clamp of 5’-CGCCCGGGGCGCGCCCCGGGCGGGGCGGGGGCACGGGGGG-3’

(#) Real time quantitative PCR primers
(+) Clone selection and sequencing
a Corresponding to the relative position in the E. coli 16S rRNA gene
b Corresponding to the position in the Desulfitobacterium hafniense strain TCE1 16S rRNA gene
c Corresponding to the position in the D. ethenogenes strain 195 16S rRNA gene
Table S3. Sediment and soil characteristics for Elbe and Ebro Rivers (0-5cm depth).

	
	DM
	TKN
	TOC
	TP
	Total DDT
	Total Drins 
	Total HCH 
	HCB

	
	%
	g kg-1 DM
	% DM
	g kg-1 DM
	mg kg-1 DM
	mg kg-1 DM
	mg kg-1 DM
	mg kg-1 DM

	River Ebro

	2004
	Lerida
	60.7
	1.40
	2.50
	560
	nd
	nd
	nd
	<0.003

	
	Flix
	58.2
	0.46
	0.49
	260
	0.990
	nd
	nd
	<0.040

	
	Rice Fields
	63.0
	2.40
	2.40
	470
	0.080
	0.004
	0.002
	0.006

	
	Delta Estr.
	13.2
	8.30
	3.00
	680
	nd
	nd
	nd
	<0.002

	2005
	Lerida
	45.4
	3.30
	2.40
	na
	0.003
	nd
	nd
	<0.001

	
	Flix
	63.6
	0.97
	1.30
	370
	0.250
	nd
	nd
	0.009

	
	Tortosa
	50.9
	1.90
	2.00
	510
	0.220
	nd
	0.02
	<0.005

	
	Rice Fields
	68.8
	2.60
	2.20
	530
	0.110
	0.008
	nd
	<0.003

	
	Delta Estr.
	70.4
	0.82
	0.89
	360
	0.002
	nd
	nd
	<0.001

	2006
	Lerida
	12.2
	9.00
	10.0
	2400
	0.024
	nd
	nd
	<0.002

	
	Flix
	62.4
	0.90
	0.88
	300
	0.097
	nd
	nd
	0.120

	
	Tortosa
	36.8
	2.60
	6.00
	2100
	0.034
	nd
	nd
	<0.002

	
	Rice Fields
	59.5
	2.50
	2.90
	380
	0.046
	0.004
	0.009
	<0.001

	
	Delta Estr.
	51.5
	0.82
	0.70
	300
	nd
	nd
	nd
	<0.001

	River Elbe

	2004
	River Sed.
	10.6
	4.80
	3.90
	1400
	0.078
	nd
	nd
	0.018

	
	FPS1
	77.2
	1.70
	2.50
	1000
	0.110
	nd
	0.026
	0.047

	
	FPS2
	75.7
	4.60
	7.50
	1400
	0.092
	nd
	0.006
	0.170

	2005a
	River Sed.
	77.0
	0.45
	0.68
	340
	0.035
	nd
	0.009
	<0.030

	
	FPS1
	47.7
	6.70
	10.0
	2800
	0.160
	nd
	0.031
	0.190

	
	FPS2
	60.6
	6.40
	8.90
	1900
	0.170
	nd
	nd
	0.160

	2005b
	River Sed.
	66.9
	0.18
	0.34
	280
	0.005
	nd
	nd
	0.004

	
	FPS1
	65.6
	5.90
	11.0
	2600
	0.220
	nd
	0.066
	0.240

	
	FPS2
	78.3
	4.70
	7.10
	1500
	0.140
	nd
	0.009
	0.320


Abbreviations: DM: dry matter; TKN: total Kjeldahl nitrogen; TOC: total organic carbon; TP: total phosphorus; Total Drins: sum of aldrin, dieldrin and endrin; Total HCH: sum of alpha, beta and gamma derivatives of  hexachlorocyclohexane; HCB: Hexachlorobenzene; nd: not detected; na: measurement is not available; 2005a: samples from April 2005; 2005b: samples from October 2005; River Sed.: river sediment; Delta Estr.: delta estuary
Table S4. Redundancy analysis results for the effect of sampling time, location and depth on measured geochemical parameters (A) River Ebro (B) River Elbe
A

	
	T (°C)
	pH
	DM
	TKN
	TOC
	TP
	HCB
	DDT

	Sediment/Soil
	ns
	**
	ns
	ns
	ns
	ns
	ns
	ns

	Distance
	ns
	*
	*
	*
	**
	**
	ns
	ns

	Time
	*
	ns
	ns
	ns
	ns
	ns
	ns
	*

	Depth
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	*


B

	
	T (°C)
	pH
	DM
	TKN
	TOC
	TP
	HCB
	DDT

	Sediment/Soil
	na
	na
	ns
	**
	**
	**
	**
	**

	Distance
	na
	na
	ns
	*
	*
	ns
	*
	ns

	Time
	na
	na
	ns
	ns
	ns
	ns
	ns
	ns

	Depth
	na
	na
	*
	*
	*
	ns
	ns
	ns


Abbreviations: T: water temperature, pH: water pH, DM: dry matter; TKN: total Kjeldahl nitrogen; TOC: total organic carbon; TP: total phosphorus; HCB: Hexachlorobenzene; DDT: total DTT isomers; ns: not significant; na: not applicable; +: P≤0.10; *P≤0.05; **: P≤0.01; ***: P≤0.001
Table S5. Results of RT-qPCR measurements based on 16SrRNA of dechlorinating and all bacteria (16SrRNA copies /gr sediment) in (A) 1. River Ebro absolute copy numbers 2. Standard deviations (B) 1. River Elbe absolute copy numbers 2. Standard deviations
	A-1
	
	
	

	Depth
	2004
	2005
	2006

	
	
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.

	0-5cm
	Lleida
	9.51E+09
	1.69E+06
	2.50E+06
	1.52E+10
	2.01E+06
	1.70E+06
	2.08E+11
	4.32E+05
	3.33E+04

	
	Flix
	2.45E+07
	2.47E+04
	1.97E+03
	5.79E+07
	3.47E+04
	6.26E+02
	4.87E+08
	6.54E+06
	8.30E+03

	
	Tortosa
	2.21E+07
	7.60E+04
	6.54E+02
	1.55E+08
	1.94E+03
	1.47E+03
	2.58E+10
	0.00E+00
	1.09E+06

	
	RF 
	3.62E+08
	0.00E+00
	0.00E+00
	1.09E+07
	6.84E+02
	0.00E+00
	3.90E+08
	0.00E+00
	1.43E+04

	
	DS
	4.21E+08
	0.00E+00
	0.00E+00
	4.31E+07
	3.86E+02
	4.68E+02
	2.88E+08
	0.00E+00
	2.98E+04

	5-10cm
	Lleida
	6.06E+08
	2.03E+06
	1.26E+05
	1.93E+10
	0.00E+00
	3.42E+06
	9.46E+10
	1.07E+06
	7.09E+04

	
	Flix
	1.03E+08
	4.75E+04
	2.70E+03
	3.92E+07
	1.36E+05
	0.00E+00
	1.90E+08
	8.94E+05
	0.00E+00

	
	Tortosa
	2.85E+08
	3.16E+03
	3.82E+04
	1.92E+08
	4.36E+03
	6.32E+03
	1.85E+10
	8.52E+05
	6.88E+05

	
	RF 
	1.53E+08
	0.00E+00
	0.00E+00
	1.36E+07
	0.00E+00
	0.00E+00
	3.85E+07
	0.00E+00
	0.00E+00

	
	DS
	1.40E+08
	0.00E+00
	0.00E+00
	1.26E+07
	2.11E+04
	3.58E+02
	1.33E+08
	0.00E+00
	1.47E+04

	10-15cm
	Lleida
	NA
	NA
	NA
	1.06E+10
	3.94E+05
	9.80E+04
	6.50E+10
	1.05E+06
	0.00E+00

	
	Flix
	1.03E+06
	0.00E+00
	7.32E+02
	2.96E+07
	9.14E+03
	0.00E+00
	5.50E+06
	7.40E+04
	0.00E+00

	
	Tortosa
	3.03E+06
	7.12E+03
	0.00E+00
	5.40E+07
	3.52E+03
	9.30E+02
	NA
	NA
	NA

	
	RF
	6.78E+06
	5.30E+04
	0.00E+00
	1.30E+07
	3.90E+03
	0.00E+00
	5.57E+07
	0.00E+00
	0.00E+00

	
	DS
	1.68E+06
	6.58E+03
	0.00E+00
	2.84E+07
	4.70E+03
	1.16E+03
	NA
	NA
	NA

	15-20cm
	Lleida
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA

	
	Flix
	3.23E+06
	5.82E+03
	0.00E+00
	5.99E+06
	7.08E+03
	0.00E+00
	8.50E+06
	1.21E+04
	0.00E+00

	
	Tortosa
	1.13E+08
	1.28E+04
	7.46E+03
	2.26E+08
	6.74E+03
	7.08E+02
	NA
	NA
	NA

	
	RF
	8.68E+06
	4.24E+04
	0.00E+00
	2.40E+07
	0.00E+00
	0.00E+00
	1.63E+08
	0.00E+00
	0.00E+00

	
	DS
	2.85E+06
	0.00E+00
	0.00E+00
	NA
	NA
	NA
	5.51E+07
	0.00E+00
	0.00E+00


Abbreviations: RF:Rice Field, DS: Delta Estruary
Table 5. (cont)
	A-2
	
	
	

	Depth
	2004
	2005
	2006

	
	
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.

	0-5cm
	Lleida
	5.63E+07
	1.91E+05
	4.84E+03
	3.58E+07
	1.88E+04
	7.89E+03
	8.42E+09
	2.83E+02
	1.39E+00

	
	Flix
	3.34E+05
	9.54E+02
	7.53E+00
	7.53E+04
	7.02E+03
	4.79E-01
	8.71E+05
	2.02E+05
	2.57E+01

	
	Tortosa
	1.35E+06
	9.22E+03
	2.41E+00
	5.14E+06
	1.40E+00
	2.44E+00
	3.02E+09
	0.00E+00
	4.04E+02

	
	RF 
	9.25E+05
	0.00E+00
	0.00E+00
	6.39E+05
	3.04E+00
	0.00E+00
	5.45E+06
	0.00E+00
	3.71E+01

	
	DS
	5.74E+06
	0.00E+00
	0.00E+00
	4.45E+04
	4.54E+01
	5.81E-01
	8.22E+06
	0.00E+00
	4.41E+01

	5-10cm
	Lleida
	7.75E+06
	2.29E+05
	2.44E+02
	1.77E+09
	0.00E+00
	1.59E+04
	1.23E+09
	7.02E+02
	2.96E+00

	
	Flix
	3.35E+05
	1.84E+03
	1.03E+01
	2.08E+06
	2.75E+04
	0.00E+00
	8.30E+06
	2.76E+05
	0.00E+00

	
	Tortosa
	3.88E+06
	3.83E+02
	1.41E+02
	6.26E+06
	3.13E+00
	1.05E+01
	1.61E+09
	2.77E+03
	2.55E+02

	
	RF 
	2.28E+06
	0.00E+00
	0.00E+00
	5.92E+05
	0.00E+00
	0.00E+00
	1.11E+06
	0.00E+00
	0.00E+00

	
	DS
	4.16E+06
	0.00E+00
	0.00E+00
	2.42E+04
	2.48E+03
	4.44E-01
	3.45E+06
	0.00E+00
	2.17E+01

	10-15cm
	Lleida
	NA
	NA
	NA
	5.00E+08
	3.68E+03
	4.55E+02
	7.41E+08
	6.89E+02
	0.00E+00

	
	Flix
	9.09E+03
	0.00E+00
	2.80E+00
	1.10E+05
	1.85E+03
	0.00E+00
	5.38E+04
	2.29E+04
	0.00E+00

	
	Tortosa
	1.19E+04
	8.63E+02
	0.00E+00
	2.54E+04
	2.53E+00
	1.54E+00
	NA
	NA
	NA

	
	RF
	1.11E+05
	2.19E+03
	0.00E+00
	5.58E+03
	1.73E+01
	0.00E+00
	6.97E+06
	0.00E+00
	0.00E+00

	
	DS
	1.23E+04
	4.94E+02
	0.00E+00
	7.35E+05
	5.53E+02
	1.44E+00
	NA
	NA
	NA

	15-20cm
	Lleida
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA

	
	Flix
	1.98E+05
	2.25E+02
	0.00E+00
	2.04E+03
	1.43E+03
	0.00E+00
	1.03E+05
	7.95E+00
	0.00E+00

	
	Tortosa
	2.89E+05
	1.56E+03
	2.75E+01
	1.62E+07
	4.85E+00
	1.17E+00
	NA
	NA
	NA

	
	RF
	1.18E+05
	1.75E+03
	0.00E+00
	9.94E+05
	0.00E+00
	0.00E+00
	4.78E+06
	0.00E+00
	0.00E+00

	
	DS
	3.65E+04
	0.00E+00
	0.00E+00
	3.58E+07
	NA
	NA
	8.86E+05
	0.00E+00
	0.00E+00


Abbreviations: RF:Rice Field, DS: Delta Estruary

Table S5. (cont) 
	B-1
	
	
	

	Depth
	Autumn-2004
	Spring-2005
	Autumn-2005

	
	
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.

	0-5cm
	FPS1
	4.48E+10
	0.00E+00
	1.75E+06
	6.40E+09
	4.23E+07
	1.35E+06
	9.40E+08
	0.00E+00
	3.00E+06

	
	FPS2
	6.52E+10
	0.00E+00
	4.34E+07
	6.76E+08
	6.19E+05
	5.88E+05
	3.26E+09
	2.24E+06
	2.28E+07

	
	RS
	7.98E+10
	8.94E+06
	5.93E+06
	3.36E+09
	1.49E+07
	3.98E+05
	3.95E+09
	4.15E+06
	8.33E+06

	5-10cm
	FPS1
	6.24E+10
	0.00E+00
	1.56E+06
	6.97E+07
	5.50E+04
	4.56E+04
	1.60E+08
	3.38E+03
	6.98E+05

	
	FPS2
	4.92E+10
	0.00E+00
	2.68E+07
	4.81E+08
	4.21E+05
	6.10E+05
	1.59E+07
	3.08E+03
	9.81E+04

	
	RS
	5.47E+10
	1.70E+07
	1.89E+06
	1.20E+09
	0.00E+00
	0.00E+00
	2.01E+09
	7.89E+05
	5.21E+06

	10-15cm
	FPS1
	6.82E+10
	0.00E+00
	7.62E+05
	2.82E+08
	0.00E+00
	3.82E+04
	1.90E+07
	1.20E+01
	2.80E+05

	
	FPS2
	4.92E+10
	0.00E+00
	2.68E+07
	1.62E+07
	0.00E+00
	0.00E+00
	1.30E+07
	0.00E+00
	1.23E+05

	
	RS
	3.85E+10
	0.00E+00
	0.00E+00
	1.10E+09
	2.91E+05
	0.00E+00
	9.92E+08
	2.07E+06
	0.00E+00

	15-20cm
	FPS1
	NA
	NA
	NA
	3.22E+08
	1.70E+04
	6.55E+04
	NA
	NA
	NA

	
	FPS2
	NA
	NA
	NA
	1.73E+07
	0.00E+00
	0.00E+00
	NA
	NA
	NA

	
	RS
	4.23E+10
	0.00E+00
	0.00E+00
	1.28E+09
	3.31E+04
	0.00E+00
	6.19E+08
	6.24E+03
	0.00E+00


Abbreviations: FPS: flood plain soil, RS: river sediment
Table S5. (cont) 

	B-2
	
	
	

	Depth
	Autumn-2004
	Spring-2005
	Autumn-2005

	
	
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.
	All Bacteria
	Dehalococcoides spp.
	Desulfitobacterium spp.

	0-5cm
	FPS1
	4.67E+07
	0.00E+00
	6.88E+04
	4.73E+07
	8.61E+06
	3.47E+05
	2.09E+07
	0.00E+00
	3.10E+05

	
	FPS2
	2.21E+07
	0.00E+00
	1.29E+06
	1.51E+05
	1.10E+05
	1.59E+04
	8.43E+07
	1.54E+03
	4.18E+06

	
	RS
	2.23E+07
	2.30E+05

	1.31E+05
	3.72E+04
	2.73E+06
	3.52E+04
	2.33E+05
	1.12E+05
	2.34E+05

	5-10cm
	FPS1
	1.89E+06
	0.00E+00
	8.62E+05
	8.15E+04
	1.75E+04
	1.07E+05
	2.50E+06
	1.69E+03
	2.74E+04

	
	FPS2
	1.33E+06
	0.00E+00
	2.36E+05
	1.11E+06
	2.83E+05
	4.96E+04
	5.84E+05
	1.76E+02
	6.74E+03

	
	RS
	7.25E+08
	1.42E+06
	5.61E+05
	1.23E+06
	0.00E+00
	0.00E+00
	1.02E+05
	2.29E+04
	2.56E+04

	10-15cm
	FPS1
	1.45E+07
	0.00E+00
	4.12E+05
	0.00E+00
	0.00E+00
	8.62E+03
	6.94E+06
	1.44E+01
	1.25E+04

	
	FPS2
	1.23E+07
	0.00E+00
	1.58E+05
	0.00E+00
	0.00E+00
	0.00E+00
	7.80E+06
	0.00E+00
	3.52E+04

	
	RS
	4.43E+07
	0.00E+00
	0.00E+00
	1.58E+07
	1.83E+04
	0.00E+00
	3.14E+07
	3.77E+02
	0.00E+00

	15-20cm
	FPS1
	NA
	NA
	NA
	0.00E+00
	9.69E+02
	2.45E+03
	NA
	NA
	NA

	
	FPS2
	NA
	NA
	NA
	2.11E+05
	0.00E+00
	0.00E+00
	NA
	NA
	NA

	
	RS
	1.72E+06
	0.00E+00
	0.00E+00
	3.41E+04
	2.14E+03
	0.00E+00
	8.43E+07
	1.54E+02
	0.00E+00


Abbreviations: FPS: flood plain soil, RS: river sediment
Table S6. Spearman’s rank correlations (rs) between sediment (soil) parameters and 16S rRNA abundance of dechlorinating bacteria. (A) River Ebro (B) River Elbe
A

	
	Depth
	Time
	Distance
	TKN
	TOC
	TP
	HCB
	Sediment/Soil
	Temperature
	pH

	All Bacteria
	-0.30
	0.26
	-0.35+
	0.44+
	0.53**
	0.67***
	-0.02
	-0.30
	0.08
	-0.10

	Dehalococcoides spp.
	0.10
	-0.01
	-0.77***
	0.09
	0.06
	0.39
	0.19
	-0.33
	-0.20
	0.07

	Desulfitobacterium spp.
	-0.29
	0.20
	-0.40+
	-0.08
	-0.03
	0.26
	-0.05
	-0.45+
	-0.16
	0.09

	Dehalococcoides spp./

All Bacteria
	0.18
	-0.15
	-0.45+
	-0.18
	-0.23
	-0.05
	0.26
	-0.09
	-0.28
	0.08

	Desulfitobacterium spp./

All Bacteria
	-0.20
	-0.01
	-0.26
	-0.45+
	-0.43+
	-0.16
	0.01
	-0.48
	-0.07
	0.26


B

	
	Depth
	Time
	Distance
	TKN
	TOC
	TP
	HCB
	Sediment/Soil

	All Bacteria
	-0.03
	-0.81***
	-0.23
	-0.10
	-0.29
	-0.31
	-0.31
	-0.29

	Dehalococcoides spp.
	-0.43+
	0.31
	-0.21
	0.17
	0.07
	0.03
	-0.31
	-0.35

	Desulfitobacterium spp.
	-0.37
	-0.23
	0.24
	0.10
	0.05
	0.14
	-0.01
	0.05

	Dehalococcoides spp./

All Bacteria
	-0.40+
	0.44+
	-0.03
	0.21
	0.14
	0.17
	-0.21
	-0.16

	Desulfitobacterium spp./

All Bacteria
	-0.34
	0.81***
	0.54+
	0.17
	0.30
	0.45*
	0.33
	0.37+


Abbreviations: TKN: total Kjeldahl nitrogen; TOC: total organic carbon; TP: total phosphorus; +: P≤0.10; *P≤0.05; **: P≤0.01; ***: P≤0.001

Table S7. Accession numbers and genome annotations of rdh genes detected by the Geochip. 

“+”, detection, “-“, no detection  
	
	
	
	Rice Fields
	Flix

	Accession 

Number   
	Genome 

Annotation
	Organism
	(0-5cm)
	(10-15cm)
	(0-5cm)
	(10-15cm)

	CAC37919
	pceC
	Clostridium bifermentans
	-
	-
	-
	+

	CAD28792
	pceA
	Desulfitobacterium hafniense strain TCE1
	-
	-
	+
	-

	CAD28793
	pceB
	Desulfitobacterium hafniense strain TCE1
	-
	-
	-
	+

	CAD62438
	rdhA
	Desulfitobacterium sp. PCE1
	-
	+
	-
	+

	AAQ94119
	vcrA
	Dehalococcoides sp. bacterium VS
	-
	+
	-
	-

	AAR24337
	RdhA7
	Dehalococcoides sp. FL2
	+
	-
	-
	-

	YP_180839
	DET0088
	Dehalococcoides ethenogenes 195
	-
	+
	-
	+

	YP_180921
	DET0173
	Dehalococcoides ethenogenes 195
	+
	-
	+
	+

	YP_182243
	DET1545
	Dehalococcoides ethenogenes 195
	-
	-
	+
	-

	YP_182236
	DET1538
	Dehalococcoides ethenogenes 195
	-
	+
	-
	-

	YP_182226
	DET1528
	Dehalococcoides ethenogenes 195
	+
	+
	-
	-

	YP_182220
	DET1522
	Dehalococcoides ethenogenes 195
	-
	-
	+
	-

	YP_307266
	cbdbA88
	Dehalococcoides sp. CBDB1
	-
	-
	+
	+

	YP_308474
	cbdbA1535
	Dehalococcoides sp. CBDB1
	+
	+
	+
	+

	YP_308518
	cbdbA1578
	Dehalococcoides sp. CBDB1
	+
	+
	+
	+

	YP_308522
	cbdbA1582
	Dehalococcoides sp. CBDB1
	+
	+
	+
	+

	YP_308534
	cbdbA1595
	Dehalococcoides sp. CBDB1
	-
	-
	-
	+

	YP_308560
	cbdbA1624
	Dehalococcoides sp. CBDB1
	-
	-
	+
	+

	YP_308569
	cbdbA1638
	Dehalococcoides sp. CBDB1
	+
	+
	-
	+

	EAT49845
	Dhaf_0696
	Desulfitobacterium hafniense DCB-2
	-
	-
	-
	+

	EAT49860
	Dhaf_0711
	Desulfitobacterium hafniense DCB-2
	-
	-
	-
	+

	EAT49862
	Dhaf_0713
	Desulfitobacterium hafniense DCB-2
	-
	+
	+
	+

	ZP_01373225
	Dhaf_3520
	Desulfitobacterium hafniense DCB-2
	-
	+
	+
	+
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Figure S1.  Changes in the rRNA relative abundance (A) and 16SrRNA copies/16SrRNA gene ratio (B) of Dehalococcoides spp. in three locations (regular sampling point, 2km upstream of regular sampling point and 100m downstream of regular sampling point) in the highly contaminated location Flix, in February 2006. The relative abundance of 16S rRNA copies was calculated as Dehalococcoides spp. 16SrRNA copies / Total Bacteria 16SrRNA copies. The vertical axis shows the sediment depth. Error bars represent standard deviation of duplicate measurements.
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Figure S2. Clustering of Dehalococcoides spp. profiles in the Ebro River. RICEEFF; Delta – Rice Fields, RICEESTR; Delta-Estuaria. Samples were grouped by applying the unweighted pair group method with average linkages (UPGMA), the scale shows the percentage Pearson correlation between the samples. Numbers correspond to sample depth (i.e.0-5 being 0-5cm of the sediment/soil) followed by the sampling date (month and year, i.e. FEB05 being February 2005) 
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Figure S3. Clustering of Dehalococcoides spp. profiles in the Elbe River. RS; river sediment, FPS; floodplain soil. Samples were grouped by applying the unweighted pair group method with average linkages (UPGMA) to the matrix of similarities obtained from 16S rRNA based Dehalococcoides-specific DGGE profiles after Pearson correlation of densitometric curves from the profiles. The scale shows the percentage Pearson correlation between the samples. Numbers correspond to sample depth (i.e.0-5 being 0-5cm of the sediment/soil) followed by the sampling date (month and year, i.e. OCT05 being October 2005)
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Figure S4.  Neighbour-joining tree of aligned Dehalococcoides spp. 16S rRNA sequences derived from sediment samples taken from Ebro and Elbe Rivers, and appropriate reference sequences within the Dehalococcoidetes. Definition of Lahn-Cluster sequences was according to (4).Sequences EU700499 and EU700500 originate from the Ebro River. Sequences EU700494-EU700497 and EU700502- EU700505 are from the Elbe River. The tree was constructed based on partial sequences (E. coli positions 184 – 926) of the 16S rRNA-encoding gene. Scale bar represents 5% dissimilarity.
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