Table S2. The percentages of microbial genes detected by HuMiChip 1.0 that are shared between any pair of microbiota from the 20 saliva microbiota.
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Sample ID H102 H106 H107 H111 H112 H116 H117 H118 H121 H122 C204 C206 C207 C211 C212 C217 C219 C220 C221 C222

H102

0(0.00%)2011(68.80%)2043(72.99%)1965(67.81%)2147(72.27%)1851(64.45%)1918(66.92%)1819(62.68%)1863(63.56%)1908(64.79%)1991(61.72%)1970(63.45%)2006(62.01%)1799(61.21%)2011(65.78%)1787(56.02%)1784(56.08%)1863(58.99%)1632(54.86%)1882(60.85%)

H106

  0(0.00%)2103(71.26%)2220(77.76%)2275(74.47%)1970(66.44%)2046(69.36%)1959(65.87%)2074(70.74%)2036(67.22%)2179(67.05%)2146(68.32%)2249(70.19%)1962(65.66%)2102(66.14%)1990(62.21%)1933(59.59%)2055(64.66%)1829(61.17%)2084(67.16%)

H107

    0(0.00%)2115(73.74%)2319(79.45%)1931(66.31%)2050(71.83%)1933(66.47%)1974(67.14%)1998(67.16%)2122(66.00%)2051(65.24%)2076(63.20%)1884(63.35%)2096(67.79%)1853(57.12%)1856(57.48%)1950(61.11%)1712(56.78%)1960(62.52%)

H111

      0(0.00%)2257(75.18%)1938(66.23%)2044(70.95%)1920(65.26%)2060(71.65%)2000(66.80%)2162(67.65%)2093(67.02%)2209(69.62%)1935(65.73%)2102(67.65%)1944(61.25%)1905(59.51%)2055(66.14%)1821(62.21%)2039(66.27%)

H112

        0(0.00%)2105(69.84%)2220(75.00%)2136(71.65%)2165(71.57%)2201(72.21%)2358(72.44%)2230(68.81%)2307(69.28%)2028(65.29%)2270(71.07%)2076(62.97%)2085(63.64%)2154(66.01%)1858(59.08%)2144(66.44%)

H116

          0(0.00%)1965(69.68%)1914(68.16%)1932(67.48%)2009(70.62%)2043(64.35%)1962(63.01%)2013(62.34%)1787(60.54%)1977(63.94%)1876(60.48%)1862(59.99%)1910(61.38%)1680(57.38%)1905(62.03%)

H117

            0(0.00%)1943(68.42%)1999(69.97%)1984(67.69%)2124(67.32%)2017(64.65%)2086(64.84%)1838(62.05%)2042(66.13%)1909(60.99%)1889(60.20%)1961(62.81%)1700(57.26%)1955(63.43%)

H118

              0(0.00%)2000(71.61%)2056(73.53%)2125(68.75%)2071(68.96%)2050(64.26%)1882(65.92%)2004(65.43%)1935(63.63%)1956(65.03%)1963(64.21%)1771(62.47%)1988(66.58%)

H121

                0(0.00%)2086(73.48%)2130(67.43%)2061(66.79%)2175(69.31%)1871(63.66%)2061(66.94%)2014(66.36%)2000(65.85%)2111(70.79%)1819(63.60%)2014(66.40%)

H122

                  0(0.00%)2173(68.44%)2112(68.26%)2152(66.83%)1904(64.22%)2095(67.49%)2059(67.53%)2067(68.24%)2069(67.11%)1810(61.82%)2044(66.75%)

C204

                    0(0.00%)2434(77.61%)2478(76.06%)2135(68.92%)2351(73.19%)2281(71.48%)2269(71.11%)2300(71.52%)1949(61.81%)2288(71.90%)

C206

                      0(0.00%)2403(75.31%)2154(73.34%)2265(71.77%)2184(69.42%)2170(68.93%)2176(68.04%)1945(64.51%)2275(74.52%)

C207

                        0(0.00%)2151(69.25%)2372(73.78%)2343(74.31%)2272(70.73%)2393(76.04%)2034(65.78%)2286(71.26%)

C211

                          0(0.00%)2118(71.41%)1943(63.70%)1932(63.37%)1977(64.61%)1815(64.64%)2091(72.10%)

C212

                            0(0.00%)2158(68.18%)2144(67.70%)2222(70.65%)1940(64.39%)2229(72.09%)

C217

                              0(0.00%)2202(72.96%)2241(73.84%)1906(64.48%)2144(69.48%)

C219

                                0(0.00%)2225(73.21%)1916(65.30%)2115(68.16%)

C220

                                  0(0.00%)1968(66.98%)2179(70.40%)

C221

                                    0(0.00%)1937(66.27%)

C222

                                      0(0.00%)

Num. of genes

2,361 2,573 2,481 2,502 2,757 2,362 2,423 2,360 2,433 2,492 2,856 2,714 2,880 2,377 2,707 2,616 2,604 2,660 2,246 2,614


